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Table S1. Demographic data of 500 patients included in prognostic analysis in the
TCGA LUAD cohort.

Variables Events/total (n = 500) MST (days)  Crude HR (95% CI) Log-rank P
Age (years)? 0. 386
< 65 74/215 1499 1

> 65 99/264 1454 1.143 (0.845-1.546)

Gender 0.754
Female 96/270 1454 1

Male 86/230 1528 1.048 (0.783-1.403)

Tumor Stage ° < 0.0001
Stage | 65/268 2620 1

Stage Il 54/119 1209 2.473 (1.719-3.559)

Stage Il 45/80 879 3.495 (2.383-5.126)

Stage IV 16/25 826 3.819 (2.201-6.629)

Tumor Stage ° < 0.0001
Stage I+11 119/387 1632 1

Stage I1+1V 61/105 826 2.585 (1.894-3.528)

Notes: a Information of age was unavailable in 21 patients; b Information of tumor stage was

unavailable in 8 patients.

Abbreviation: TCGA, The Cancer Genome Atlas; MST, median survival time; LUAD, lung

adenocarcinoma; HR, hazard ratio; CI, confidence interval.



Table S2. Survival analysis results of snoRNA in TCGA LUAD cohort.

ID Adjusted P HR Low 95%ClI High 95%CI
snoU109|ENSG00000238832 0.009846284 1.482519 1.099398 1.999151
UB|ENSG00000239148 0.010418736 0.677437 0.502876 0.91259
SNORA70|ENSG00000206886 0.017173982 0.697903 0.51918 0.93815
U3|ENSG00000207119 0.030339121 0.720103 0.534974 0.969297
SNORAS5A|ENSG00000206838 0.036390775 1.369859 1.020138 1.83947
SNORD7|ENSG00000207297 0.037602647  0.73046 0.543267 0.982155
SNORD104|ENSG00000199753 0.044011334 0.736418 0.546781 0.991827
U3|ENSG00000221044 0.061070408 0.754489 0.561855 1.013168
SNORAS5C|ENSG00000201772 0.064416969 1.323813 0.983351 1.782152
SNORAY|ENSG00000252192 0.064465027 0.755091 0.560627 1.01701
SNORAS54|ENSG00000207008 0.064595674 0.757066 0.56357 1.016997
SNORDB88A|ENSG00000221241 0.073531768 1.307652 0.974775 1.754204
SNORD15A|ENSG00000206941 0.074320315 1.306531 0.974074 1.752457
SNORA15B-1|ENSG00000206785 0.076448663 1.304732 0.972126 1.751137
SNORD116-2|ENSG00000207001 0.080345273 0.769276 0.573324 1.0322
SNORAGS58|ENSG00000249020 0.081935056  0.76783 0.570156 1.034038
SNORAT75|ENSG00000212440 0.084349736 1.296392 0.965422 1.740827
SNORA1B|ENSG00000199405 0.090429978 0.775378 0.577583 1.040908
SNORA48|ENSG00000252774 0.094446457 0.776391 0.577112 1.044481
SNORA40|ENSG00000212579 0.09530474 1.285931 0.956945 1.728018
SNORD100/ENSG00000221500 0.100955346 1.279795 0.95305 1.718561
SNORA4|ENSG00000202434 0.111346735 1.269432 0.946381 1.702759
SNORAG8B|ENSG00000201388 0.11254249 1.267948 0.945713 1.699978
SNORA14B|ENSG00000207181 0.133047892  1.25363 0.933435 1.68366
SNORAG7|[ENSG00000252473 0.134710487 0.797664 0.593161 1.072674
SNORA48|ENSG00000212445 0.138135285 0.800061 0.595757 1.074428
SNORAG3|ENSG00000252448 0.138753662 0.799831 0.595083 1.075026
SNORAI13|ENSG00000238363 0.140051313 1.253137 0.928607 1.691082
SNORDG6|ENSG00000202314 0.143321549 0.802557 0.597792 1.077462
snoU13|ENSG00000239035 0.151273111 0.805883 0.600151 1.082141
SNORAS55|ENSG00000201457 0.153307326 0.804736 0.59725 1.084304
SNORA19|ENSG00000222588 0.157703593 1.237208 0.920876 1.662203
U3|ENSG00000199370 0.1589506  0.80937 0.603033 1.086308
snoZ196|ENSG00000281780 0.159380062 0.809596 0.603253 1.086518
SNORA48|ENSG00000212391 0.162776254 0.810958 0.604247 1.088384
SNORA71B|ENSG00000235408 0.164556606 0.809849 0.601508 1.090353
SNORA48|ENSG00000252824 0.167408043 1.232484 0.916014 1.658289
SNORA12|ENSG00000212342 0.169310076 1.231207 0.915201 1.656326
SNORAZ2B|ENSG00000207313 0.171349492 1.228384 0.914812 1.64944
SNORA22C|ENSG00000207344 0.171538134 1.228554 0.914639 1.65021
SNORAGS58|ENSG00000201003 0.172355995  1.23194 0.913027 1.662247




UB|ENSG00000239142
SNORAI19|ENSG00000207468
SNORAI12|ENSG00000212464
SNORA11|ENSG00000221716
SNORAZ23|ENSG00000201998
SNORAS33|ENSG00000200534
SNORD91A|ENSG00000212163
SNORAZ22|ENSG00000199571
U3|ENSG00000275154
SNORD11|ENSG00000238317
SNORA74D|ENSG00000252213
SNORA75|ENSG00000212533
SNORD13P3|ENSG00000239128
SNORA2A|ENSG00000206612
ACABG4|ENSG00000239005
SNORD94|ENSG00000208772
SNORA76|ENSG00000252122
SNORA22|ENSG00000206634
SNORDG7|ENSG00000212135
SNORA70|ENSG00000200237
SNORAS59B|ENSG00000266079
SNORAG5|ENSG00000201302
SNORD53B|ENSG00000265706
U3|ENSG00000212479
SNORDG63B|ENSG00000222937
SNORD127|[ENSG00000239043
SNORA7|ENSG00000206913
SNORDG9|ENSG00000212452
SNORA20|ENSG00000207392
SNORDS56|ENSG00000201151
SNORA11F|ENSG00000221164
SNORDA46|ENSG00000200913
SNORD14E|ENSG00000200879
SNORAZ2|ENSG00000206647
SNORAG3C|ENSG00000201448
SNORD38|ENSG00000207199
SNORA22B|ENSG00000206603
SNORA71C|ENSG00000201512
SNORD9Y|ENSG00000199436
SNORAS58B|ENSG00000201129

SNORA74C-1|ENSG00000265733

SNORA75|ENSG00000212593
SNORA31|ENSG00000251999
SNORDA45|ENSG00000252438

0.182608943
0.183535409
0.191792491
0.191966136
0.194120786
0.194376905
0.194412684
0.197931503
0.216580302
0.216842057
0.221069435
0.221822435
0.228628884
0.229402818

0.23456243
0.236344097
0.241472504
0.243124001
0.244847883
0.248461862
0.249798088
0.250737656
0.253048374
0.255070891
0.255739573
0.255922496
0.264323867
0.269702837
0.276689809
0.285582822
0.287723276
0.289914008
0.290063412
0.301248252
0.306876167

0.31211422
0.316675223
0.317200796
0.323980052
0.324464729
0.327188901
0.335050751
0.351467911
0.351792797

0.817994
0.819415
0.822773
1.216808
1.216918
1.215797
0.821893
1.215233
0.830472
0.829945
1.201948
1.200896
0.835163
0.835005
0.836468
1.194711
0.837873
0.838842
1.191579
0.840795
0.841494
1.188037
0.842552
1.187715

0.84256
0.841306
0.845873
0.846346
1.177336
1.173455
1.175642
0.852634
1.171633
1.167384
0.857115

1.16584
1.161468
1.162246
0.860911
1.159005
0.862466
0.865256
1.150841
0.869831

0.608751
0.610989

0.61386
0.906164
0.904828
0.905099
0.611156
0.903189
0.618533
0.617414
0.895229
0.895272
0.622892

0.62228
0.623133
0.889985
0.623207

0.62449

0.88681
0.626316
0.627202
0.885393
0.628074
0.883181
0.627042
0.624431
0.630467
0.629349
0.877309
0.874917
0.872404
0.634654
0.873679
0.870521
0.637673
0.865812
0.866488
0.865656
0.639306
0.864191
0.641507
0.644686
0.856381
0.648556

1.099157
1.098941
1.102786
1.633945
1.636652
1.633149
1.105298
1.635085
1.115033
1.115636
1.613753
1.610854
1.11977
1.12045
1.122841
1.603773
1.126482
1.126769
1.601088
1.128721
1.129002
1.594131
1.130271
1.597256
1.132152
1.133504
1.134876
1.138161
1.579968
1.57386
1.584282
1.145483
1.5712
1.565483
1.152074
1.569837
1.556867
1.560455
1.15933
1.554393
1.159532
1.16129
1.546549
1.166601




SNORA27|ENSG00000200235
SNORAS8OE|ENSG00000207475
SNORAS51|ENSG00000206878
SNORD116-6|ENSG00000207442
SNORA4|ENSG00000251730
ACAB59|ENSG00000251775
SNORA49|ENSG00000208892
snoZ6|ENSG00000252200
SNORA40B|ENSG00000208308
SNORD42B|ENSG00000238423
SNORD17|ENSG00000212232
SNORAS57|ENSG00000212567
SNORA16|ENSG00000212293
SNORA26|ENSG00000212517
SNORA7|ENSG00000222604
SNORDG7|ENSG00000252427
SNORD116-19|ENSG00000207460
UB|ENSG00000238840
SCARNA10|ENSG00000239002
SNORA15B-2|ENSG00000207062
snoU13|ENSG00000238326
SNORAS8OA|ENSG00000200792
SNORA31|ENSG00000252050
SNORD62B|ENSG00000231587
SNORAG7|ENSG00000201619
SNORD112|ENSG00000238966
SNORDBS88|ENSG00000221611
SNORA70F|ENSG00000206869
SNORA26|ENSG00000212187
SNORD1B|ENSG00000199961
SNORDS8|ENSG00000200785
SNORA71D|ENSG00000200354
SNORD38C|ENSG00000207109
SNORAS50A|ENSG00000281910
SNORA43|ENSG00000281863
SNORD72|ENSG00000212296
SNORAS51|ENSG00000206898
SNORD13E|ENSG00000238311
SNORAS81|ENSG00000253092
SNORA77|ENSG00000221083
SNORD116-27|[ENSG00000251896
SNORD105B|ENSG00000238531
SNORD71|ENSG00000223224
SNORD73B|ENSG00000201264

0.352884598
0.356973929
0.357427852
0.357652008
0.359009383
0.359939049
0.361755206
0.374433086
0.377794469
0.384157714
0.389117093
0.390900466
0.394246648

0.39483389
0.414817031
0.414964922
0.423831912
0.424308446
0.429446613
0.429878158
0.431931446
0.434514505
0.436637969
0.439765283
0.443348798
0.444868361
0.449294572
0.451689401
0.453102238
0.455390697
0.455522874
0.463166914
0.463952384
0.464423498
0.468877879
0.474814703
0.475232153
0.482004582
0.482744996
0.485453348
0.487621728
0.488146473

0.48997498
0.491190554

0.869382
1.147451
1.149371
0.870604
0.870812
0.870556

1.14627
0.875371
0.874442
1.141829
1.138529
1.138202
0.879056
1.136815
0.884262
1.130515
0.886723
0.886933
1.126463

0.88835

1.12529
1.126781
0.889653

0.88954
1.122602
0.891476
1.120945
0.892676
1.119528
0.894104
1.119136

1.11665
0.895991
0.895988
1.116214
1.115211
0.897696
0.899084
0.899813
0.900688
0.901135

0.90129
1.109453
0.901064

0.647085
0.856318
0.854466
0.648027
0.647973
0.647004
0.854826
0.652574
0.648995
0.846983
0.847454
0.846824
0.653464

0.84608
0.657939

0.84175
0.660447
0.660787
0.838362
0.662104
0.838328

0.83527
0.662639
0.661006
0.835229
0.663929

0.83394
0.664183
0.833559
0.666421

0.83271
0.831579
0.667815
0.667599
0.828979
0.826953
0.667522
0.668361
0.670081
0.671337
0.671627
0.671828
0.826114
0.669794

1.168047
1.537566
1.546056
1.169628
1.170286
1.171349

1.53708
1.174234
1.178203
1.539314

1.52958
1.529838
1.182528
1.527453
1.188438
1.518342
1.190524
1.190476
1.513568
1.191907
1.510481
1.520031
1.194441
1.197088
1.508849
1.197011
1.506725
1.199774
1.503604
1.199575
1.504084
1.499446
1.202129
1.202509
1.502972

1.50395
1.207238
1.209455
1.208307
1.208394
1.209072
1.209123
1.489972
1.212187




SNORD121A|ENSG00000238886
SNORA14|ENSG00000251922
SNORA35B|ENSG00000271907
SCARNAI18|ENSG00000238835
SNORD59A|ENSG00000207031
ACAB4|ENSG00000238934
SNORD19|ENSG00000222345
SNORAZ25|ENSG00000200075
SNORD19B|ENSG00000280904
SNORD123|ENSG00000239112
SNORDS53|ENSG00000265145
SNORAI18|ENSG00000252719
SNORDB93|ENSG00000221740
SNORAS51|ENSG00000271798
SNORA31|ENSG00000252349
SNORD12B|ENSG00000222365
snoU13|ENSG00000239096
SNORA38|ENSG00000200816
SNORAS3|ENSG00000212443
SNORAG2|ENSG00000202374
SNORA73B|ENSG00000200087
U3|ENSG00000271817
U3|ENSG00000200693
SNORAS51|ENSG00000207022
SNORDS56B|ENSG00000207444
SNORA16B|ENSG00000201544
SNORA70|ENSG00000201376
SNORA26|ENSG00000212588
snoU2_19|ENSG00000201592
SNORA76|ENSG00000252904
SNORA36|ENSG00000206731
SNORA26|ENSG00000252236
SNORA73|ENSG00000199977
SNORD91B|ENSG00000275084
U3|ENSG00000199856
snoU13|ENSG00000239129
SNORAG7|ENSG00000212338
SNORDG62A|ENSG00000235284
SNORAGG6|ENSG00000207523
SNORD38|ENSG00000252408
SNORAG2|ENSG00000201157
SNORD19|ENSG00000212493
snoU109|ENSG00000238575
SNORAS80B|ENSG00000206633

0.491470126
0.494432539
0.495121103
0.498442686
0.499918508

0.50113928
0.501965815
0.502066468
0.502723211
0.503444553

0.50406566
0.504617801

0.50563792
0.510955455
0.515961842
0.516867607

0.51993721
0.521829375
0.522003746
0.523120302
0.524959272
0.525298723

0.53636105
0.537689944
0.541082175
0.543222209

0.54810735

0.55222411
0.557088564
0.562065751
0.564183127
0.566921216
0.573867122
0.574444074
0.576744626
0.581577569

0.58555004
0.590805559

0.59171479
0.595002663
0.597215378
0.598057599
0.599981025
0.604088536

1.108439
0.901635
1.108609
0.901986
0.903249

1.10594

0.90441
0.903713
0.904399
1.106175
1.105187
1.106336
1.104822

1.10381
0.906799
1.101922
1.101199

0.90813
1.101659
0.908863

0.90906
0.909269
0.911413
0.911726
1.096756
0.912789
0.913432
0.914309
1.092093
1.091423

1.08995
1.089443
1.087656
0.919312
0.919396
1.086356
0.921591

1.08425
0.921802
0.923484
1.082853
1.082512
0.923191
1.081486

0.826671
0.669943
0.824379
0.669095
0.672071
0.824738
0.674508
0.672425
0.674124
0.823093
0.824161
0.822191
0.823797
0.822243
0.675009
0.821667
0.820994
0.676214
0.819091
0.677815
0.677532
0.678005
0.679237
0.679559
0.815609
0.680156

0.67975

0.68047

0.81386
0.811998
0.813324
0.812559
0.811541
0.685379
0.684448
0.809159
0.687191
0.807369
0.684567
0.688605
0.806018
0.806161
0.684817
0.804318

1.486246
1.213456
1.490836
1.215937
1.213947
1.483021
1.212674
1.214555
1.213334
1.486614

1.48204
1.488678
1.481713
1.481797
1.218181
1.477766
1.477038
1.219584
1.481709
1.218667
1.219705
1.219414
1.222952
1.223212
1.474817
1.224989
1.227448
1.228506
1.465446
1.467004
1.460661
1.460676
1.457715

1.23309
1.234994
1.458514
1.235944
1.456085
1.241252
1.238479
1.454771
1.453595

1.24454
1.454166




SNORA30|ENSG00000200063

SNORD116-26|ENSG00000251815

SNORD111|ENSG00000252230
SNORD11B|ENSG00000271852
SNORAS81|ENSG00000238390
SNORA71A|ENSG00000225091
SNORD121B|ENSG00000238300
SNORA2C|ENSG00000221491
U3|ENSG00000212182
SNORA31|ENSG00000252096
SNORA26|ENSG00000212624
SNORD99|ENSG00000221539
UB|ENSG00000238963
SNORDS56|ENSG00000200753
SNORAS8OD|ENSG00000207217
SNORA38B|ENSG00000200394
SNORA70B|ENSG00000206937
SNORAG9|ENSG00000212206
SNORA70|ENSG00000251893
SNORA70|ENSG00000202379
SNORDG0|ENSG00000206630

SNORD116-24|[ENSG00000207279

SNORD124|ENSG00000238793
SNORA70|ENSG00000252657
SNORAZ25|ENSG00000201957
snoU2-30|[ENSG00000201882
SNORD92|ENSG00000264994
SNORA46|ENSG00000212371
SNORD13P1|ENSG00000238498
SNORA31|ENSG00000253059
SCARNA12|ENSG00000238795
SNORA31|ENSG00000253013
SNORDA48|ENSG00000201823
SNORD14A|ENSG00000272034
SNORA79|ENSG00000221303
SNORAZ28|ENSG00000272533
SNORA12|ENSG00000212175
SNORD3B-2|ENSG00000262074
SNORDG3|ENSG00000251987
SNORDBS83A|ENSG00000209482
SNORA3|ENSG00000221639
SNORAS51|ENSG00000207171
SNORDG3|ENSG00000206989
SNORDBS89|ENSG00000212283

0.609231096
0.611342512
0.615199478
0.615316809
0.621465504
0.626606232
0.632354094
0.633696258
0.634315672
0.635423264
0.636495925
0.638773124
0.64011455
0.641379773
0.64785519
0.651335824
0.652905734
0.653500523
0.66182051
0.67143486
0.678404145
0.681432141
0.683713273
0.692501805
0.69889921
0.70367585
0.707898495
0.708561009
0.7125295
0.732958072
0.741476088
0.749220515
0.752553445
0.764564064
0.773729549
0.776152612
0.783600475
0.784930041
0.786088446
0.790370478
0.794091009
0.794586587
0.794695926
0.795225312

0.926402
1.080047
0.927158
1.078419

0.92856
1.075729
1.074025
0.930477
0.931187
1.073906
0.931492
0.930554
0.932246

0.93257

0.93363
0.933989
0.934886
1.069811
1.067751
0.938576
0.939712
0.940258
0.940336
0.942346
0.943592
1.059011
1.058123
0.945519
1.056714
0.949956
0.951804
0.952978
0.953097
1.046202
1.044154
0.957786
0.959802
0.959886
1.041662
0.960932
0.961679
0.961451
1.039633
0.961827

0.691037
0.802518
0.690369
0.803345

0.69189
0.801647
0.801595
0.691818
0.694152
0.799744
0.694002
0.689011
0.694702
0.695186

0.69533
0.694562
0.697144
0.796801
0.795972
0.700262
0.700398
0.700675

0.69944
0.702093
0.703099
0.788118
0.787384

0.70485

0.78799
0.707333
0.709737

0.70931

0.70703
0.778478
0.777753

0.71146
0.716168
0.715357
0.775724
0.716282
0.717128
0.715161
0.775783
0.716877

1.241933
1.45355
1.245162
1.447681
1.246187
1.443519
1.439043
1.251467
1.249165
1.442054
1.250253
1.256772
1.251013
1.251013
1.2536
1.25595
1.253704
1.436361
1.432328
1.257992
1.260796
1.261763
1.2642
1.264814
1.266346
1.423017
1.421955
1.268363
1.417079
1.275803
1.276432
1.280354
1.284801
1.405998
1.401804
1.289397
1.286317
1.288003
1.39877
1.289143
1.289625
1.292559
1.393218
1.290473




SNORD116-14|[ENSG00000206621
SNORD37|ENSG00000206775
SNORD117|[ENSG00000201785
SNORD116-4|[ENSG00000275529
snoU13|ENSG00000239093
SNORAG3|ENSG00000201791
SNORAZ2|ENSG00000202343
SNORA77|ENSG00000221643
U3|ENSG00000199851
SNORD111|ENSG00000221066
SNORA11B|ENSG00000221102
SNORA70|ENSG00000253042
snoU13|ENSG00000239079
SNORA46|ENSG00000207493
SNORDS51|ENSG00000207047
SNORAT74B|ENSG00000212402
SNORD101|ENSG00000206754
SNORD3A|ENSG00000263934
SNORD36C|ENSG00000252542
SNORA24B|ENSG00000206903
SNORDS58|ENSG00000212615
SNORA48|ENSG00000212458
SNORA31|ENSG00000199477
SNORD15B|ENSG00000207445
SNORD116-1|ENSG00000207063
SNORAG3D|ENSG00000201229
SNORAGO|ENSG00000199266
SNORD18|ENSG00000200677
SNORA47|ENSG00000238961
SNORA73|ENSG00000222145
SNORA75|ENSG00000206885
SNORA70G|ENSG00000206650
SNORAI18|ENSG00000206592
SNORA3B|ENSG00000212607
SNORA43|ENSG00000252461
SNORAI4A|ENSG00000201643
SNORD115|ENSG00000212411
snoU13|ENSG00000238295
SNORAT74|ENSG00000223111
SNORA40|ENSG00000253047
SNORD116-13|ENSG00000207137
SNORD116|ENSG00000252985
SNORD3B-1|ENSG00000265185
SNORAS57|ENSG00000223027

0.808191497
0.808381634
0.811247003

0.81294139

0.81482682
0.821167182
0.824259216
0.824678251
0.824989788
0.827469243
0.829476099
0.835899136
0.838298782
0.841210868
0.844413775
0.846723456
0.846775339
0.847765566
0.850964517
0.853807479
0.855732906
0.857439494
0.859525272
0.861132663
0.862101906
0.867504945
0.868261145
0.868820036
0.870863389
0.878315425
0.880584116
0.881888913
0.881894993
0.882039626
0.890601446
0.892898298
0.893769138
0.898713029
0.899683118
0.900829325
0.902688362
0.902886276
0.915899377
0.916829395

0.964249
1.037023
0.964883
0.965161
1.035727
1.034727
0.967309
1.0337
0.967103
1.033347
1.033074
0.969226
0.969804
1.030582
1.029803
1.029528
1.029263
1.02912
0.972219
1.027952
1.027917
0.973445
0.973763
1.026452
1.026561
1.025379
1.02518
0.975468
1.024939
1.023281
0.977661
1.022465
1.022698
1.022475
0.97963
1.020332
0.980164
0.981044
0.981236
0.981482
0.981746
0.981874
1.015976
0.984463

0.718683
0.773017
0.719546
0.719522
0.772082
0.769618
0.721385
0.770978
0.718974
0.769366
0.768299
0.721073
0.722421
0.76753
0.768029
0.766465
0.7682
0.767701
0.724645
0.766688
0.763918
0.725735
0.7254
0.766124
0.763699
0.763851
0.764153
0.726446
0.761581
0.762159
0.728084
0.76273
0.760601
0.762344
0.730636
0.761182
0.730439
0.730644
0.730925
0.731482
0.730702
0.731891
0.757054
0.733772

1.293722
1.391195
1.29387
1.29466
1.3894
1.391159
1.29707
1.385949
1.300866
1.387904
1.389098
1.302779
1.301899
1.383789
1.380799
1.38288
1.379044
1.379557
1.304377
1.378248
1.38315
1.305703
1.307161
1.375238
1.379899
1.37645
1.375371
1.309855
1.379367
1.373865
1.312791
1.370646
1.375111
1.37137
1.313479
1.367712
1.315265
1.317258
1.31727
1.316924
1.319039
1.31724
1.363453
1.320802




SNORDG5C|ENSG00000212264
SNORD111B|ENSG00000221514
SNORA30|ENSG00000206755
U3|ENSG00000238297
SNORA37|ENSG00000207233

SNORD114-3|[ENSG00000201839

SNORA44|ENSG00000252840
SNORAI15|ENSG00000207168
SNORA79B|ENSG00000222489
SNORAT74|ENSG00000252917
SNORA42|ENSG00000200385
SNORA72|ENSG00000200355
SNORD12C|ENSG00000209042
snoU13|ENSG00000238372
SNORA48|ENSG00000212181
SNORA1|ENSG00000202059
SNORAS59A|ENSG00000239149
SNORAO9B|ENSG00000206897
SNORAGI|ENSG00000206622
SNORA7B|ENSG00000207088
SNORA72|ENSG00000201944
SNORA17|ENSG00000212461
SNORAS84|ENSG00000239183
SNORA7|ENSG00000206976
SNORAT74A|ENSG00000200959
U3|ENSG00000212195
SNORD70|ENSG00000212534

0.923074215
0.926533927
0.931020952
0.933064119
0.933512302
0.934163969
0.935165502
0.936934698
0.937544863
0.938048566
0.944958149

0.95116143
0.951350524

0.95686062
0.960361891
0.972517969
0.972621504
0.975798954
0.976792312
0.976986855
0.982682449
0.983435348
0.985578173
0.986281721

0.99230388
0.997049282
0.999101972

1.01464
1.013963
0.987108
0.987456
1.012711
1.012518
1.012264
1.011949

1.012
1.011815
0.989625
1.009247
1.009164
1.008197
0.992531
0.994854
0.994891
0.995468
0.995648
0.995693
1.003245

0.99688
1.002738
1.002579

1.00145
1.000554

0.99983

0.755424
0.755117
0.735807
0.735504
0.752677
0.753731
0.754651
0.753999
0.750924
0.752433
0.736009
0.751754
0.752829
0.750052
0.738476
0.741779
0.742566
0.742281
0.742166
0.742622
0.748762
0.742197
0.745498
0.747495
0.745998
0.745947
0.743786

1.362804
1.361539
1.324236
1.325715
1.362581
1.360157
1.357817
1.358146
1.363846
1.360611
1.330632
1.354938
1.352779
1.355187
1.333987

1.33427
1.332955
1.335015
1.335707
1.335007

1.34422
1.338956

1.34874
1.344711
1.344377
1.342065
1.344016

Notes: 4 adjusted for tumor stage.
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Table S3. snoRNA co-expressed genes list

1D 1D r P value
SNORASA  TARDBP -0.32 0.002084
SNORABA  ATF7 -0.308 0.002998
SNORABA  SP2 -0.303 0.003477
SNORABA  SF1 -0.295 0.004389
SNORABA  PRKACA -0.293 0.004649
SNORABA  CTDNEP1 -0.29 0.005065
SNORABA  HNRNPH3 -0.288  0.00536
SNORABA  RABS5B -0.285 0.005833
SNORABA  ATN1 -0.284 0.005999
SNORABA  SPPL3 -0.281 0.006522
SNORABA  TBCID17 -0.278 0.007085
SNORABA  VAMP2 -0.278 0.007085
SNORABA  CTDSP1 -0.274 0.007905
SNORABA  RNF10 -0.274 0.007905
SNORABA  SLC25A28 -0.27 0.008808
SNORABA  NXF1 -0.268 0.009293
SNORABA  PTPN23 -0.268 0.009293
SNORABA  SETDI1B -0.263 0.010612
SNORABA  HNRNPA3 -0.26 0.011481
SNORALA  SRSF4 -0.256 0.012738
SNORABA  DAZAP1 -0.254 0.013411
SNORABA  IKZF4 -0.253 0.013759
SNORABA  ULK1 -0.253 0.013759
SNORALA  RNF44 -0.253 0.013759
SNORABA  FBRS -0.252 0.014115
SNORABA  CIRI -0.251 0.014479
SNORABA  COPS7B -0.251 0.014479
SNORABA  Cl19orf54 -0.249 0.015233
SNORABA  SETDIA -0.245 0.016843
SNORABA  7ZNF444 -0.243 0.017703
SNORABA  USBI -0.241 0.018602
SNORABA  SYVNI1 -0.241 0.018602
SNORAbA  BETIL -0.241 0.018602
SNORALA  SLC35A4 -0.24 0.019065
SNORABA  MNT -0.24 0.019065
SNORABA  CNOT3 -0.239 0.019539
SNORABA  PLBD2 -0.238 0.020024
SNORABA  CNKSR1 -0.237 0.020518
SNORABA  TAF15 -0.237 0.020518
SNORASA  SRRM1 -0.236 0.021024
SNORASA  HNRNPA1 -0.236 0.021024
SNORABA  CRTC2 -0.236 0.021024
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SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
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PRR14
NPRL3
DEXI
TSPAN14
MED25
BRD4
NAAGO
SUFU
CAPZB
ATXN2L
PHF21A
PPRC1
HNRNPUL2
ZRSR2
GSK3A
CCDCI7
R3HDM2
BICRA
RAB11B
TP53I11
PHACTR4
UBALD1
PNPLA2
TMEM39B
CAMTA2
CPSF7
TEX261
YPEL3
LZTS2
ZNF213
PRR13
UBQLN2
SYF2
RNPEPL1
RAB7A
KIAA1522
PABPN1
FI71
GATD1
TMEM214
INAFM1
SIDT2
MT-ND1
FBRSL1

. 235
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. 233
. 233
. 232
. 232
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JUND
PHF1
WDTC1
BLOC1S3
DNAJB2
SNRPA
VEGFB
KDM6B
FAM222B
FUS
PCBP2
MOBZ2
ARHGAP17
PTOV1
SRCAP
MBD6
TATDN2
CCDCY2
SMGY
CIC
SRRM2
ARIDIA
PACS1
ANP32B
0AZ2
ZNF580
DYRK1B
MMP24-AS1
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TMEM175
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MT-ND4
HPS1
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DEPDC7
AASDH
CLLU1
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SLC30A1
NUDCD1
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PDZD9
DDX6
SLF2
KMT2C
PTPR]J
IPP
SGTB
METTL2A
RANBP2
MPHOSPH9
ANKRD46
ZNF417
PLEKHAS
LARP4
THAPS
STXBP5
SMADbH
ABCA6
STXBP4
ZFP37
ZBTB1
MTERF1
CENPL
AC012309. 1
AGL
FBXL13
Clorf74
DNAJC13
LYPLA1
AC093155. 3
ITPR2
PPP2R3A
LCOR
DNAH11
CEPT1
ZNF35h
COPB1
FBXLb
STX17
HUS1
PFKFB2
CTNNAZ
ZNF484
MANEA
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MLH3
TBC1D8B
ZNF136
ARHGAPS
DYNAP
ZNF701
DLEU1
UTP23
ZDHHC21
ABHD18
PHACTR2
IL21
KLHL28
ZNF138
STARD3NL
ZNF525
MPP6
APPBP2
PIKFYVE
ATXN1
SPTY2D1
ZNF708
HELZ
TMEM154
ANKRD50
RAB27B
BST1
TBC1D23
NCOAZ2
AP002495. 2
N4BP2
XP04
ANKRD31
PDS5B
KLRC4-KLRK1
ZNF564
ST7L
DOPEY1
KCNS2
ARHGAP12
ARHGAP18
ICE2
ZNF765
IPO11
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KRIT1
RAB19
AC006978. 2
SLC25A2
BACH1
SPG11
ZNF791
ZNF736
CCNT1
DENND4A
TRAPPCS
FAN1
SFT2D2
KBTBDS
WDR7
TACR3
LPGAT1
MDN1
CD80
CASP8AP2
HISTIHIT
PPP1R15B
AC022335. 1
RSBN1
MFSD4B
LPP
7-Mar
KLHL15
SOWAHB
TAF1B
GCC2
SUCO
POC1B—GALNT4
DOCK4
ZNF627
TAX1BP1
REL
MONZ2
TARS
THAP9
SPATA1
RNF133
TULP4
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TTBK2
ATAD2B
CMTR2
CYP7B1
ZCCHC6
PDCL2
TRAPPC13
SMCHD1
TRAPPCI11
SP3
MFSDS
ZMYM1
UEVLD
OXNAD1
PPP1R9A
ZFX
EXOCbh
ABCA1
TTC37
CCDC134
TBC1D32
MPP5
KHDRBS2
7-Sep
BARD1
MIB1
KIAA1429
RP1
MSH3
KDM7A
ZNF823
REV3L
CASTOR2
CCDC36
TAOK1
TOR1ATP2
RB1CC1
RPA4
TLR4
GMFB
TMPPE
ZNRF2
INTS6
FAM151B
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KTAA0895
G3BP2
ANKRD7
GPR34
DOCK10
SLC35F5
ZBTB37
MTMRS8
RPAP2
SLCO1B7
FAM208B
USP24
MED13
LINb4
SYDE2
ZNF625
CCDC117
B3GALNT2
FAM196B
QSER1
UBE4A
ZNF121
RNF169
KRBA2
ANKMY2
FAM126A
Cl6orf72
ITGA4
ZNF770
HELQ
NPAT
HIST1H2BD
FAM135A
RAB3GAP2
FBX028
CULS
UBR2
ZNF92
ZNF510
TTC39B
ERBIN
TANGO6
INF717
TFEC
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TLR1
DDX60
GPR82
INTS2
PRMT3
ZNF555
CEP295NL
NUPL2
PARPS
MIER1
FAM19A2
INF727
AP003108. 2
VPS41
ARFGEF2
RASA2
UBR5
ZNF518A
ATRX
KIAA1109
CEP295
SPRED1
NBAS
TRIP11
MANI1A2
FBXL4
USP38
EPS15
RAPGEFS
SMG8
ITCH
KPNAS
CTDSPL2
UBR1
USP33
EDEM3
RIC1
PMS2
GAPVD1
TNPO1
UBA6
PAPOLB
MACF1
SLCIC1
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CFAP54
GPR88
FANCM
DGAT2L6
FBXW7
SLC25A46
CENPC
VCPIP1
WDR36
HIST1H3H
ZNF852
7ZBTB38
CSNK1G3
DYNC2H1
CLDN20
ZNF669
ZNF680
ZNF644
JAK2
MTMR6
CHD1
BLID
MATR3
HSPA4L
CCDC83
PIK3CG
PRDMb
SWT1
ELF2
CPSF4L
TMEM106B
C3orf38
ZNF678
PARD6B
SULT1C3
HIST1H2BA
ZNF800
VPS13A
RIMS1
CA1
HDAC9
CDK13
ZNF106
TOGARAM1
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PKD2L2
GPATCHZ
MYO9A
RBM12B
MANZA1
NBN
DGKE
USP45
CYP4A11
CFAP9T
MLANA
HISTIHIC
PRKD3
AHR
VPS50
PTPN4
SLENI2L
BAZ2B
WASHC4
TMF1
FNIP1
STAGL
KBTBD2
NEK7
DCP2
ZNF283
ZNF407
RANBP6
CEPS5L
RELL1
PIK3C2A
GSTCD
SYNEL
AVL9
SLC10A1
SHQ1
DPY19L4
ALG11
MAB21L1
TRPM7
ZNF543
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EBLN2
ZNF426
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HCFC2
IKZF2
ATL3
KLHL7
ZFYVE16
USP37
DENND4C
EXPH5
MACC1
HEATR1
RLIM
TIGD4
ZNF148
MAP3K1
ZNF292
PUSTL
AC134669. 2
PPP4R2
FER
BRCA2
PCNX1
ZBTB6
CCDC126
GTPBP10
GPATCHZL
SMIMIS8
ISPD
PATE4
FAT4
HOMER1
SLCHA3
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ZNF441
NOTCH2NL
AL161911.1
TWISTNB
REST
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ZNF91
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. 363
. 363
. 364
. 365
. 365
. 366
. 366
. 366
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. 002225
. 002225
. 002225
. 002225
. 002158
. 002158
. 002158
. 002093
. 002093
. 002029
. 002029
. 002029
. 001967
. 001967
. 001907
. 001907
. 001907
. 001907
. 001907
. 001849
. 001792
. 001792
. 001792
. 001792
. 001792
. 001737
. 001684
. 001684
. 001684
. 001684
. 001632
. 001581
. 001581
. 001532
. 001485
. 001485
. 001438
. 001438
. 001393
0.00135
0.00135
0. 001307
0. 001307
0. 001307
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SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA

INF221
POLK
USP34
DMXL2
UHRF1BP1L
C6orf10
PURB
VMAZ21
RLF
FNDC9
ZNF12
OXR1
SLC30A7
ZNF141
DGKH
LIN7C
IMPG2
EVI5
HIST2H3C
SETX
HERC1
PPIP5K2
RC3H1
RIF1
ZNF808
PLEKHM3
SMARCAD1
MYCBP2
ZC3H6
MFAP3
BBS9
ASCC3
Cl2o0rf40
SCLT1
SLC30A4
MGA
METTL25
ATR
SLC4A7
PTAR1
FOXN2
CEP192
MAP3K2
WDFY3

0. 366
0. 367
0. 367
0. 37
. 371
. 371
. 372
. 372
. 372
. 372
. 373
. 374
. 374
. 375
. 375
. 376
. 376
. 378
. 378
. 378
. 379
. 379
. 379
. 379
0. 38
0. 38
. 381
. 381
. 381
. 381
. 381
. 382
. 382
. 382
. 382
. 384
. 385
. 386
. 387
. 387
. 387
. 388
. 388
. 389
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0. 001307
0. 001266
0. 001266
0.00115
.001113
.001113
. 001078
. 001078
. 001078
. 001078
. 001043
0.00101
0.00101
. 000978
. 000978
. 000946
. 000946
. 000886
. 000886
. 000886
. 000857
. 000857
. 000857
. 000857
. 000829
. 000829
. 000802
. 000802
. 000802
. 000802
. 000802
. 000776
. 000776
. 000776
. 000776
. 000726
. 000702
. 000679
. 000657
. 000657
. 000657
. 000635
. 000635
. 000614

O O O O o o O

el eololoeeo oo eoleoleo oo oo =helholeoleolelelelele e e




27

SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA

SCRG1
ZNF267
ZYG11B
ZNF845
KIF27
C3orf49
FAM208A
SRFBP1
AKAP9
GNL3L
ZNF81
SLC8A1
BDP1
CHD9
HIST2H3D
BMP2K
SLC2A13
HIST1H4K
AWAT1
LYST
HIST1HIA
GCNT7
LDHAL6B
SP4
DNAJB14
ATP8B4
BRWD1
SUM04
FBX040
MKLN1
OSBPLS8
FGL2
HIST1H2AL
ZNF573
HIST1H3]J
FRYL
KIAAO0825
IL5
INF724
NAIP
AL449266. 1
HIST1H2AH
MIOS
DENND1B

0. 389
0.39
0.39
. 391
. 392
. 392
. 393
. 394
. 396
. 397
. 397
. 399
. 399
. 401
. 401
. 401
. 401
. 401
. 403
. 403
. 405
. 406
. 407
. 407
. 409
. 409
0.41
. 412
. 412
. 414
. 414
. 415
. 415
. 416
. 416
. 416
. 417
. 418
. 418
. 419
0. 42
0.422
0.423
0.425
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. 000614
. 000594
. 000594
. 000574
. 000555
. 000555
. 000536
. 000518
. 000484
. 000468
. 000468
. 000436
. 000436
. 000407
. 000407
. 000407
. 000407
. 000407
0. 00038
0. 00038
0. 000354
0. 000342
0. 00033
0. 00033
. 000308
. 000308
. 000297
. 000277
. 000277
. 000258
. 000258
. 000248
. 000248
0. 00024
0. 00024
0. 00024
. 000231
. 000223
. 000223
. 000215
. 000208
. 000193
. 000186
. 000173
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SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
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SNORASA
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SNORASA
SNORASA
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SNORASA
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SNORASA
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SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA

XRN1
ATP5L2
IFIT1B
ERVW-1
HISTIH3C
BTBDS8
CDKL4
CRYBG3
HIPK3
MORC3
NRIP1
HISTIH2BL
HISTIH4L
LINC00238
ZNF410
CHRNG
VPS13B
ACSM6
HISTIH2AT
VPS13C
HISTIH3I
ZBTB41
HISTIH2AE
HISTIHZBN
TTN
HISTIHAF
UTP20
WDPCP
DNAH14
DMXL1
HISTIH2AG
TAS2R31
ANKAR
TAS2R43
LNPEP
HIST1H2BB
HIST2H2BF
HISTIH3G
HISTI1H2BC
CEP350
HIST1H2BO
GDAP2
TCP11L2
HIST1H2BE

. 426
. 427
. 431
. 431
. 432
. 433
. 434
. 435
. 436
. 437
. 439
. 439
. 439
0.44
0. 441
0. 441
0. 442
0. 447
0. 449
0. 449
0. 45
0. 45
. 451
. 453
. 454
. 454
. 457
. 458
. 459
0. 46
. 464
. 465
. 465
. 466
. 469
. 469
. 469
. 473
. 474
477
477
477
. 478
. 478
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. 000167
. 000161
. 000139
. 000139
. 000134
. 000129
. 000124
. 000119
. 000115
. 000111
. 000103
. 000103
. 000103
. 90E-05
. 53E-05
. 53E-05
. 17E-05
. 58E-05
. 02E-05
. 02E-05
. T5E-05
. T5E-05
. 50E-05
. 01E-05
. T8E-05
. T8E-05
. 14E-05
. 94E-05
. T5E-05
. 57E-05
. 90E-05
. T5E-05
. T5E-05
. 60E-05
. 19E-05
. 19E-05
. 19E-05
. T2E-05
. 61E-05
. 31E-05
. 31E-05
. 31E-05
. 22E-05
. 22E-05
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SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
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SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA

ALL138752. 2
HIST1H3F
HIST1H2AJ
HIST1H2BJ
HIST1H2AB
C4orf4bh
HIST1H4]J
HIST1H3A
HIST1HIB
RBM15
LTN1
HIST1H2AD
ZNF451
SHPRH
CRYBA1
HIST1H3D
AC092835. 1
ATM
HIST1H2AM
POMK
NBEAL1
GK3P
HIST1H2BH
ABRA
HIST1H4D
ANKRD36C
AC013394. 1
FAM217A
ZNF483
GNRHR
HIST4H4
APLF
HIST1H2BG
ZNF699
ANKRD36B
ZNF557
HIST1H3B
HIST1H2BF
AC087632. 1
HIST1H4A
ANKRD36
TAS2R19
C9orf131
CCSER1

0. 48
0. 48
. 481
. 483
. 484
. 484
. 485
. 486
. 487
. 488
. 489
. 491
. 494
. 494
. 495
. 496
. 497
. 497
. 499
. 502
. 502
. 503
. 505
. 506
. 507
. 508
0.51
.512
.512
.513
.514
.515
.516
.516
. 517
. 517
.519
. 521
. 521
. 521
. 529
0. 53
0. 531
0. 532
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. 04E-05
. 04E-05
. 96E-05
. 81E-05
. T3E-05
. T3E-05
. 66E-05
. 60E-05
. 53E-05
. 47E-05
. 41E-05
. 30E-05
. 14E-05
. 14E-05
. 09E-05
. 05E-05
. 01E-05
. 01E-05
. 24E-06
. 13E-06
. 13E-06
. T9E-06
. 14E-06
. 84E-06
. 55E-06
. 28E-06
. T5E-06
. 27E-06
. 27E-06
. 05E-06
. 83E-06
. 63E-06
. 43E-06
. 43E-06
. 24E-06
. 24E-06
. 88E-06
. 55E-06
. 55E-06
. 55E-06
. 48E-06
. 37TE-06
. 27E-06
. 17E-06
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SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORASA
SNORA70
SNORA70
SNORA70
SNORA70

LRRTM2
HISTIHZBI
ADAM20
IFNK
HIST2HZ2AB
HISTIHZ2BM
HISTI1H4H
BIRC6
TAS2R3
ERCC6L2
TAS2R46
ZNF490
PBOV1
ZBED6
HISTIHIE
Cl10orf113
HISTIHID
HISTIH4B
SNX13
CCDC7
HIST2H2AC
TROVE2
ZNF805
KCNJ13
BTBD18
KLHL11
MAB21L2
ZNF124
ZBTB20
PRSS48
TAS2R50
GPR52
TAS2R30
HISTIH4E
HISTIHAC
GPR22
TAS2R13
ZNF460
POUSF2
SNORASA
PDEGA
CALR
PATZ1
XPOT

0. 533
0. 536
0. 536
0. 547
0. 55
. 501
. 501
. 555
. 569
. 572
. 575
. 576
. 578
. 579
. 581
. 584
. 585
. 594
. 596
. 598
. 598
. 606
. 608
.611
.614
. 633
. 636
0. 64
0. 64
0. 641
0. 642
0. 653
0. 655
0. 66
0. 669
0. 67
0.675
0.709
0. 738
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0.2
0. 201
0.202
0.203
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. 07E-06
. 81E-06
. 81E-06
. 09E-06
. 48E-07
. 05E-07
. 05E-07
. 50E-07
. 85E-07
. 33E-07
. 88E-07
. T4E-07
. 48E-07
. 36E-07
. 14E-07
. 85E-07
. T6E-07
. 12E-07
. 01E-07
. 17TE-08
. 17TE-08
. 10E-08
. 51E-08
. T2E-08
. 04E-08
. 48E-08
. 26E-08
. 02E-08
. 02E-08
. 65E-09
. 14E-09
. 01E-09
. 48E-09
. 40E-09
. 05E-09
. 94E-09
. 46E-09
. 01E-10
. 44E-11
. T2E-19
. 000303
. 000282
. 000262
. 000244
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SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
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SNORA70
SNORA70
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SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70

CABP4
ZNF689
RRP36
C6orf223
0AZ2
NME1-NMEZ2
FKBP10
TMED2
T™MZ2D3
ALX3
EXT2
CTBS
SUV39H2
PTPN20
YIPF4
ARFIP2
PPIL1
IFITM1
ICE2
HSP90B1
Cl6orfh8
MCFD2
MRS2
AL161911.1
ADPGK
MESP1
BPIFA2
IDH3A
CTSF
TXNDC12
PREB
BSCL2
NT5DC2
MANF

F7
PARS2
GRSF1
ACRBP
C2orf16
SEC11A
PRRT1
KCNQ1
TXNDC5
SHMT2

. 203
. 203
. 204
. 204
. 204
. 205
. 206
. 206
. 206
. 206
. 206
. 207
. 207
. 207
. 207
. 207
. 207
. 207
. 208
. 208
. 208
. 209
0.21
0.21
.211
.211
.211
.211
.211
.211
. 212
. 212
. 212
.214
.214
.214
. 216
L 217
L 217
. 218
. 218
. 218
. 218
. 218
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. 000244
. 000244
. 000227
. 000227
. 000227
. 000211
. 000197
. 000197
. 000197
. 000197
. 000197
. 000183
. 000183
. 000183
. 000183
. 000183
. 000183
. 000183
0.00017
0.00017
0.00017
. 000158
. 000146
. 000146
. 000136
. 000136
. 000136
. 000136
. 000136
. 000136
. 000126
. 000126
. 000126
. 000109
. 000109
. 000109
. 33E-05
. 64E-05
. 64E-05
. 01E-05
. 01E-05
. 01E-05
. 01E-05
. 01E-05
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SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
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SNORA70
SNORA70
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SNORA70
SNORA70
SNORA70
SNORA70
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SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70

PEX6
FBX08
Cl2o0rf29
RPN2
ASCL2
MAZ
RCCD1
TMEM263
POLR2J2
APH1B
BHMG1
TCTN3
SLC2A14
UBE2Q2
LARGE2
C4BPA
PIGT
TM7SF2
ERGIC3
MMP17
TMEM176A
ANAPCbH
PDIA3
CMTM2
PGM3
ERP29
PYGO1
TNFRSF18
GJB7
ZNF771
UBE2]1
FAM107B
SNCAIP
CRELD1
FBX022
FBN3
TBX6
FAM136A
MOGS
RWDD2A
MT1H
CXCR2
P3H3
POGLUT1

. 221
. 223
. 223
. 223
. 224
. 226
. 227
. 228
. 229
. 229
. 229
0. 23
. 231
. 231
. 231
. 232
. 234
. 234
. 235
. 235
. 237
. 238
. 238
. 239
. 239
0.24
. 241
. 241
. 242
. 242
. 243
. 244
. 244
. 245
. 245
. 247
. 247
. 247
. 247
. 248
0. 25
0. 251
0. 253
0. 253
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. 35E-05
. 43E-05
. 43E-05
. 43E-05
. 02E-05
. 29E-05
. 96E-05
. 66E-05
. 37TE-05
. 37TE-05
. 37TE-05
. 11E-05
. 87E-05
. 87E-05
. 87E-05
. 65E-05
. 25E-05
. 25E-05
. 07E-05
. 07E-05
. T6E-05
. 62E-05
. 62E-05
. 49E-05
. 49E-05
. 37TE-05
. 26E-05
. 26E-05
. 16E-05
. 16E-05
. 06E-05
. T5E-06
. T5E-06
. 95E-06
. 95E-06
. 54E-06
. 54E-06
. 54E-06
. 54E-06
. 91E-06
. 81E-06
. 33E-06
. 47E-06
. 47E-06
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SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70

SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70

FCGR3B
RCN2
FMO1
RNF215
RBP3
APC2
RARS2
TGIF2-
C20orf24
EPCAM
TMED4
TMEM106C
PRR19
STAE
PRDX4
KLK11
TMEM59L
NLRP6
CRLF1
MT1G
CERCAM
TMEM132A
RPL7L1
AC007998. 2
PPP1R3F
CXCR1
CHIDI
SDF4
DDOST
CNPY3
PITX2
LRRC26
COX18
TCTN1
TCN2
NIPSNAP1
TMED3
PROK2
VMO1
FAM46A
BSG
CCDC36
LHX8
ATRAID

. 261
. 262
. 263
. 264
. 265
. 266
. 267
. 268

O O O O O O O O

. 268
. 272
. 273
. 275
. 276
. 283
. 288
0.29
0.29
. 293
. 293
. 295
. 297
. 297
. 305
. 307
. 307
. 308
. 312
. 313
. 319
. 319
. 323
. 328
0. 33
0. 338
0. 34
. 351
. 357
. 366
. 369
. 372
. 378
. 397
. 406
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. 18E-06
. 99E-06
. 82E-06
. 66E-06
. 52E-06
. 38E-06
. 26E-06
. 15E-06

. 15E-06
. 89E-07
. 18E-07
. 94E-07
. 40E-07
. T4E-07
. 67E-07
. 3TE-07
. 3TE-07
. 01E-07
. 01E-07
. 27E-08
. T4E-08
. T4E-08
. 94E-08
. 38E-08
. 38E-08
. 14E-08
. 39E-08
. 25E-08
. 52E-09
. 52E-09
. 19E-09
. 39E-09
. 91E-09
. 62E-10
. 04E-10
. 64E-10
. 92E-11
. 60E-11
. 7T8E-11
. 22E-11
. 63E-12
. 54E-13
. 32E-13
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SNORA70
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SNORA70
SNORA70
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SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORA70
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104

LCN12
SRMS
AATK-AS1
AC005020. 2
(D320
TMEM225B
KLK14
CEP44
PPIB
KLK13
C8B
UBL4B
KLK12
RFK
PDIAG
MYDGF
HBG2
SIX2
DPPAS
ARID3C
MST1
IFITMS
KIR3DX1
SNORATO0
BMPR2
PIK3CA
ACTR2
0TUD4
MORC3
CTTNBP2NL
LUZP1
SCAF8
SON
ELF1
NEK1
JAK1
REST
NPAT
MYCBP2
LRCH1
WDFY1
SERINC1
ANO6
CDC40

. 407
. 412
. 444
. 444
. 451
. 466
. 469
. 491

0.5
. 507
. 509
0.51
.519
. 527
. 553
. 557
. 603
. 663
. 697
.718
. 784
0. 88
0. 897

O O O O O O O O

o O

O O O O O O O O O

-0. 382
-0.371
-0. 365
-0. 364
-0. 361
-0. 359
-0. 354
-0. 344
-0. 339
-0. 338
-0. 335
-0. 333
-0. 332
-0. 331
-0. 328
-0. 328
-0. 328
-0. 328
-0. 327
-0. 326

O O O OO OO OO OO OO O OO0 OO RO~ O DN DNDDND OO NN = =W == OO O

. 15E-13
. 712E-14
. 35E-16
. 35E-16
. 84E-16
LTTE-17
. 10E-17
. 01E-19
. 61E-20
. 99E-20
. 41E-20
. 19E-20
. 46E-21
. 93E-22
. 03E-24
. 37E-24
. T6E-28
. 02E-34
. TTE=37
. 80E-39
. 19E-47
. 65E-58
. 93E-61
. 33E-75
. 001734
. 002326
. 002723
. 002795
. 003021
. 003181
. 003615
. 004648
. 005258
. 005389
. 005798
. 006086
. 006235
. 006387
. 006864
. 006864
. 006864
. 006864
0.00703
0.0072
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SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104

Cl6orf72
AKAP11
APC
MINDY2
BCLAF1
TRIP12
BACHI
BODIL1
GAB1
DNAJC13
SETX
DDX6
ATP10D
MFAP3
SMARCAS
FRYL
TMEM184C
METTL14
OSBPLS
ZNF436
ATXN1
HIVEP2
HIPK1
UBE4A
SLC12A6
GTF2A1
ZC3H13
LATS1
LTN1
PTPN14
TRAPPC10
SLMAP
TBC1D5
NIN
USP34
AGPS
SH3D19
HECA
ZNF106
RIC1
ZNF845
STK4
CSGALNACT2
ZNF770

-0.322 0.007915
-0.321 0.008103
-0.321 0.008103
-0.32 0.008296
-0.319 0.008492
-0.317 0.008898
-0.317 0.008898
-0.314 0.009539
-0.314 0.009539
-0.313 0.009761
-0.31 0.010457
-0.31 0.010457
-0.308 0.010945
-0.308 0.010945
-0.307 0.011197
-0.307 0.011197
—-0.306 0.011453
—-0.306 0.011453
—-0.306 0.011453
-0.305 0.011715
-0.302 0.012533
-0.302 0.012533
-0.301 0.012817

-0.3 0.013106
-0.299 0.013401
-0.299 0.013401
-0.299 0.013401
-0.297 0.014009
-0.296 0.014322
-0.296 0.014322
-0.294 0.014966
-0.294 0.014966
-0.293 0.015298
-0.293 0.015298
-0.293 0.015298
-0.293 0.015298
-0.293 0.015298
-0.292 0.015636
-0.292 0.015636
-0.291 0.015981
-0.291 0.015981

-0.289  0.01669
-0.289  0.01669
-0.288 0.017055
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SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104

G3BP2
IFNARI
FER
ARHGEF12
BBX
CLIC4
EEAL
ATP11B
EPS15
VCL
PIK3R1
USP9X
TMOD3
SP3
MYO1B
PLSCR4
CTR9
AFF1
ITPRIPL2
LIMSI
MTM1
ADAM10
AP4E1
OXSR1
TRAF6
TRAPPCI1
USF3
DIS3
ZNF264
AFF4
LACCI
PBRM1
IQGAP1
LHFPL2
SLC25A24
TRIP11
DST
ERCC6L2
ZBTB38
AAK1
WDFY3
PJA2
GABPA
ZNF654

. 288
. 288
. 288
. 288
. 288
. 288
. 287
. 287
. 287
. 286
. 286
. 286
. 285
. 283
. 283
. 283
. 283
. 282
. 282
. 281
. 281
. 281

-0. 28
-0. 28
-0. 28
-0. 28
-0. 28

. 279
. 279
. 278
. 278
277
277
277
. 276
. 276
. 275
. 275
. 275
. 275
. 275
. 275
. 275
. 274

el eolloBoeo el olBoleo oo eo oo e e " heolholeololeeo oo o oo e oo oo e ool o oo«

. 017055
. 017055
. 017055
. 017055
. 017055
. 017055
. 017427
. 017427
. 017427
. 017806
. 017806
. 017806
. 018192
. 018987
. 018987
. 018987
. 018987
. 019395
. 019395
. 019811
. 019811
. 019811
. 020235
. 020235
. 020235
. 020235
. 020235
. 020667
. 020667
. 021107
. 021107
. 021555
. 021555
. 021555
. 022012
. 022012
. 022476
. 022476
. 022476
. 022476
. 022476
. 022476
. 022476
. 022949
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SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104

ARAP2
ZNF148
CREB1
CFAP9T
CNOT6L
ETS1
ULBP3
AHNAK
RC3H2
MACF1
PCDHGC3
SNRK
RANBP2
RAPGEF2
ZBTB21
PIKFYVE
SPTY2D1
OSBPL11
PUM1
ELK3
ROCK1
REV3L
ASCC3
KMT2A
HSPG2
ATIDA
CBL
ERCC4
SPTBN1
PRKG1
ARL13B
GOPC
LNPEP
ZYG11B
LRRFIP1
ZNF45
SLEFNS
GNG12
TOP2B
XP04
FRMD4B
LATS2
ATL3
PIK3R4

. 274
. 274
. 274
. 274
. 274
. 273
. 273
. 273
. 273
. 272
. 272
.271
. 271
.271
.271

-0. 27
-0. 27
-0. 27
-0. 27

. 269
. 269
. 269
. 269
. 269
. 269
. 268
. 268
. 268
. 268
. 267
. 267
. 267
. 267
. 267
. 267
. 267
. 266
. 266
. 266
. 266
. 266
. 266
. 266
. 265

. 022949
. 022949
. 022949
. 022949
. 022949
. 023431
. 023431
. 023431
. 023431
. 023922
. 023922
. 024421
. 024421
. 024421
. 024421
0.02493
0.02493
0.02493
0.02493
. 025447
. 025447
. 025447
. 025447
. 025447
. 025447
. 025974
. 025974
. 025974
. 025974
. 02651
. 02651
. 02651
02651
. 02651
. 02651
. 02651
. 027056
. 027056
. 027056
. 027056
. 027056
. 027056
. 027056
. 027612

=l eoleolol=elolelBelelelelelNe e

O O O O O O o o o o

O O O O O o o O
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SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104

SSPN
UTP14C
NR1D2
LAMAZ
MITF
BCL10
TAOK1
CLCN3
WAPL
TRAM2
DDX3X
HIVEP1
MAP3K2
PLXDC2
ZBTB44
MEF2A
PDS5B
CNOT1
PDCD6IP
RNF111
ATRX
CERS6
TRANK1
CDK17
ZFP91
FOX03
ARSB
APAF1
PARP4
ITGAV
APBB2
ZNF611
PEAK1
QKI
AMOTL1
ANKRD17
RASA2
TMF1
MBNLZ2
EPB41L2
PANK3
AFAP1
ZEB1
APPL1

. 265
. 265
. 264
. 264
. 264
. 264
. 264
. 264
. 263
. 263
. 263
. 263
. 263
. 263
. 263
. 262
. 262
. 262
. 262
. 262
. 262
. 261
. 261
. 261
. 261
. 261

-0. 26
-0. 26
-0. 26
-0. 26
-0. 26

. 259
. 259
. 259
. 259
. 259
. 259
. 259
. 259
. 258
. 258
. 258
. 258
. 258

el eolloBoeo el olBoleo oo eo oo e e " heolholeololeeo oo o oo e oo oo e ool o oo«

. 027612
. 027612
. 028177
. 028177
. 028177
. 028177
. 028177
. 028177
. 028752
. 028752
. 028752
. 028752
. 028752
. 028752
. 028752
. 029337
. 029337
. 029337
. 029337
. 029337
. 029337
. 029933
. 029933
. 029933
. 029933
. 029933
. 030539
. 030539
. 030539
. 030539
. 030539
. 031155
. 031155
. 031155
. 031155
. 031155
. 031155
. 031155
. 031155
. 031782
. 031782
. 031782
. 031782
. 031782




39

SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104

GOLIM4
ERBIN
CMTM6
KLF12

SMARCAD1

CYLD
SPTAN1
FBX028
RIF1
USP37
MYO5A

PALM2-AKAP2

RABEB
MANIA2
RSBN1
CAB39
USP25
FNDC3B
PTPN21
MAMLZ2
ZNF197
CDK14
PIK3CB
EVIb
CDKL5

ARHGAP42

UTRN
TGFBR2
ZNF347

KIDINS220

PARVA
ZNF28
AP3B1
ALG11
KIF2A
RELL1
MENZ
SGMS2
EP300
MAP3K1
SSH1
EX0C6B
CSNK1G1
ITSN1

. 258
. 258
. 258
. 257
. 257
. 257
. 257
. 257
. 257
. 257
. 256
. 256
. 256
. 255
. 255
. 255
. 255
. 255
. 254
. 254
. 254
. 254
. 254
. 253
. 253
. 253
. 253
. 253
. 253
. 253
. 253
. 253
. 253
. 252
. 252
. 252
. 252
. 252
. 251
. 251
. 251
. 251
. 251
. 251

0.031782
0.031782
0.031782

O O O O O o o O

O O O OO OO OO OO OO OO O O o o oo

. 03242
. 03242
03242
. 03242
. 03242
03242
. 03242

. 033069
. 033069
. 033069
. 033729
. 033729
. 033729
. 033729
. 033729

0. 0344
0. 0344
0. 0344
0. 0344
0. 0344

. 035082
. 035082
. 035082
. 035082
. 035082
. 035082
. 035082
. 035082
. 035082
. 035082
. 035776
. 035776
. 035776
. 035776
. 035776
. 036482
. 036482
. 036482
. 036482
. 036482
. 036482
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SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104

XRN1
TJP1
ZEB2
SCAF11
USP53
NRIP1
DOCK11
MYLK
SRFBP1

TORIAIP1

ZMAT3
MPP5
ZNF221
SEC24B
SNX19
TRPS1
MYADM
SPOPL
FSTL1
EXOC2
ITCH
FBN1
WDR82
HIPK3
FEMI1C

RAB3GAP1

CDK19
PAK2
STAGL
TBC1D14
RLIM
KLF11
FBXW11
CEP120
NOTCH2
VAMP3
DOCK7
MTOR
DENND4C
STX17
TAB2
CCNK
SUSD6
LPP

-0.

251

-0.25
-0.25

. 249
. 249
. 249
. 249
. 249
. 249
. 249
. 249
. 249
. 249
. 248
. 248
. 248
. 248
. 248
. 248
. 248
. 248
. 247
. 247
. 247
. 247
. 246
. 246
. 246
. 246
. 246
. 246
. 246
. 246
. 245
. 245
. 245
. 245
. 245
. 245
. 245
. 244
. 244
. 244
. 244

. 036482
. 037199
. 037199
. 037929
. 037929
. 037929
. 037929
. 037929
. 037929
. 037929
. 037929
. 037929
. 037929
. 03867
03867
. 03867
. 03867
03867
. 03867
. 03867
. 03867
0. 039424
0. 039424
0. 039424
0. 039424
. 04019
04019
. 04019
. 04019
04019
. 04019
. 04019
. 04019
. 040969
. 040969
. 040969
. 040969
. 040969
. 040969
. 040969
. 041761
. 041761
. 041761
. 041761

O O O O O O O O O O o o O

O O O O O O o o o o o
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SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104

ZNFX1
GNAQ
GSK3B
LTBP1
ITGA4
VPS13D
YWHAB
FAM208A
GAST
PDESA
USP38
ZCCHC6
ARHGAP10
LRRC58
BTBD7
PIK3C2A
KPNAG
RNF38
ZNF543
KIF1B
TTBK2
PLXNC1
DNAJC16
REX7
KTAA2026
PRKAR2A
ARID2
MCC
DYRKIA
PPP1R12A
MTPN
G3BP1
DMXL1
RASAL
TBCEL
DIP2B
MTF1
FBXL3
BMP2K
CHSY1
CDV3
DDR2
LRRC8C
ZFX

-0. 244
-0. 244
-0. 244
-0. 244
-0. 244
-0. 244
-0. 243
-0. 243
-0. 243
-0. 243
-0. 243
-0. 243
-0. 243
-0. 243
-0. 243
-0. 242
-0. 242
-0. 242
-0. 242
-0. 242
-0. 241
-0. 241
-0. 241
-0. 241
-0. 241
-0. 241
-0. 241
-0. 241
-0. 241
-0. 241
-0. 241
-0. 241
-0. 241
-0. 24
-0. 24
-0. 24
-0. 24
-0. 24
-0. 24
-0. 24
-0. 24
-0. 239
-0. 239
-0. 239

el eolloBoeo el olBoleo oo eo oo e e " heolholeololeeo oo o oo e oo oo e ool o oo«

. 041761
. 041761
. 041761
. 041761
. 041761
. 041761
. 042565
. 042565
. 042565
. 042565
. 042565
. 042565
. 042565
. 042565
. 042565
. 043383
. 043383
. 043383
. 043383
. 043383
. 044214
. 044214
. 044214
. 044214
. 044214
. 044214
. 044214
. 044214
. 044214
. 044214
. 044214
. 044214
. 044214
. 045058
. 045058
. 045058
. 045058
. 045058
. 045058
. 045058
. 045058
. 045916
. 045916
. 045916
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SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104

ARIDIB
ITGB1
RB1
SAMD9
STARD13
PPP3CA
CAST
USP47
PICALM
PIK3CG
GNA13
RYBP
PHC3
CHICI
TCF4
KIAA1551
ZNF134
PALLD
EPC2
DICERI
DAPP1
PTPRK
ABCAL
IGF2R

11-Sep

ZNF426
RSF1
NFAT5
DCP1A
KLHL28
SLC30A4
PIP4K2A
SETD7
STRN
ASXL2
ZNF624
AQR
TROVE2
TLN1
CALD1
ZNF268
RPS9
FBRSL1
STKLD1

. 239
. 239
. 239
. 239
. 238
. 238
. 238
. 238
. 238
. 238
. 238
. 238
. 238
. 238
. 237
. 237
. 237
. 237
. 237
. 237
. 237
. 237
. 237
. 236
. 236
. 236
. 236
. 236
. 236
. 236
. 236
. 236
. 236
. 235
. 235
. 235
. 235
. 235
. 235
. 235
. 235
. 259

0. 259
0. 259

el eolloBoeo el olBoleo oo eo oo e e " heolholeololeeo oo o oo e oo oo e ool o oo«

. 045916
. 045916
. 045916
. 045916
. 046788
. 046788
. 046788
. 046788
. 046788
. 046788
. 046788
. 046788
. 046788
. 046788
. 047673
. 047673
. 047673
. 047673
. 047673
. 047673
. 047673
. 047673
. 047673
. 048572
. 048572
. 048572
. 048572
. 048572
. 048572
. 048572
. 048572
. 048572
. 048572
. 049486
. 049486
. 049486
. 049486
. 049486
. 049486
. 049486
. 049486
. 049882
. 049882
. 049882
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SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104

MFSD10
FAM96B
NEIL1
TBCC
BABAM1
HES4
SPG7
LUCTL
PET117
Clorf122
THOP1
PICK1
BATF
TXNRD2
TTC32
ECSIT
SRRMbS
SLCH0A1
PRPF31
SWI5
RNF167
PYCR3
MVK
DDX51
CYP2E1
FAM186A
LLGL2
DMAP1
R3HCC1
SIRT4
POLR2L
CSAD
IFI27L1
SPIDR
SF3B5
NDUFB1
SENP3
RPUSD1
MCRIP1
NR1H2
MYL6EB
CEP95
RNF208
UBLb5

O O O O O O O

O O O O O O O O O O O O O O O O o o o o o o o

. 259
. 259
. 259
. 259
. 259
. 259
. 259

CLLLLLLLLLeLe e

26
26
26
26
26
26
26
26
26
26
26
26
26
26

. 261
. 261
. 261
. 261
. 261
. 261
. 261
. 261
. 261
. 261
. 261
. 261
. 261
. 261
. 262
. 262
. 262
. 262
. 262
. 262
. 262
. 262
. 262

el eolloBoeo el olBoleo oo eo oo e e " heolholeololeeo oo o oo e oo oo e ool o oo«

. 049882
. 049882
. 049882
. 049882
. 049882
. 049882
. 049882
. 048962
. 048962
. 048962
. 048962
. 048962
. 048962
. 048962
. 048962
. 048962
. 048962
. 048962
. 048962
. 048962
. 048962
. 048057
. 048057
. 048057
. 048057
. 048057
. 048057
. 048057
. 048057
. 048057
. 048057
. 048057
. 048057
. 048057
. 048057
. 047166
. 047166
. 047166
. 047166
. 047166
. 047166
. 047166
. 047166
. 047166
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SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104

PGP
SGSH
MUTYH
SLC35B1
CHMPG6
EPS8L2
NRL
C190rf53
GALT
MOSPD3
FKBP11
MRM3
GIGYF1
POLRMT
C2CD4D
SLC26A11
RAMP1
ANKRD23
ALKBH2
VPS9D1
ZNF335
ENGASE
TMEM160
LSM4
MST1
TECR
C6orf226
AC011498. 1
MYL5
POLR2H
LCN12
LMNTD2
CDK3
TMEM91
SHARPIN
IMP3
FAAP20
DHRS4
FPGS
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SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104

MRM1
RING1
NTHL1
SPRN
ANO9
ZNF688
TCIRG1
NR2C2AP
DPP7
NIT1
Cl7orf49
MRPL23
PHPT1
INOSOB
SERF2
NOL3
RNF215
B3GNTL1
CNPY2
ANKRD16
RAB24
POLR2]J
RANGRF
CLASRP
TUT1
VPS28
STX10
GADD45G
TMEM161A
ATG4B
CDK10
DHPS
GFER
BCS1L
NDUFB11
FAM110A
PTDSS2
PUS1
PMF1
SDF2L1
NARFL
PPAN
CENPX
HSBP1L1

O O O O O O O O O O O O O O O O O O O O O O O O o o o o o o o o
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. 322
. 322
. 322
. 322
. 322
. 322
. 323
. 323
. 323
. 323
. 324
. 324
. 324
. 324
. 325
. 326
. 326
. 326
. 326
. 326
. 327
. 327
. 327
. 328
. 328
. 328
. 328
. 328
. 329
. 329
. 329
. 329
0. 33
0. 33
0. 33
0. 33
0. 33
. 331
. 331
. 331
. 331
. 331
. 332
. 332

. 013833
. 013833
. 013833
. 013833
. 013833
. 013833
. 013529
. 013529
. 013529
. 013529
. 013232
. 013232
. 013232
. 013232
0.01294
. 012654
. 012654
. 012654
. 012654
. 012654
. 012374
. 012374
. 012374
. 012099
. 012099
. 012099
. 012099
. 012099
. 011829
. 011829
. 011829
. 011829
. 011565
. 011565
. 011565
. 011565
. 011565
. 011306
. 011306
. 011306
. 011306
. 011306
. 011052
. 011052
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SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104

MBLACI
ARL16
NUDT14
ZNF205
NECAB3
MRPL41
PRKRIP1
TMEM134
INAFM1
USE1
SIGIRR
TIMM44
IL12B
CAPN10
LSM7
CYHR1
CCDCHT
ZNF775
NAA38
EGFL7
C190rf43
SIRT6
SSNAL
CENPT
PIM3
SDR39U1
CUEDC2
C19orf24
TEN1-CDK3
DUSP28
DPH7
NDUFV1
PFDN6
FBXLS8
DX0
DOHH
FASTK
RGL3
FAM98C
SAPCD1
RABAC1
PPCDC
RASSF7
PAM16

. 332
. 332
. 333
. 333
. 333
. 333
. 333
. 334
. 334
. 335
. 335
. 335
. 336
. 336
. 336
. 336
. 337
. 337
. 338
. 338
. 338
. 338
. 338
. 338
. 338
. 339
. 339
. 339
. 339
. 339
0. 34
. 341
. 341
. 341
. 342
. 342
. 342
. 343
. 343
. 345
. 346
. 346
. 347
. 347
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. 011052
. 011052
. 010804
. 010804
. 010804
. 010804
. 010804
0.01056
0.01056
. 010321
. 010321
. 010321
. 010087
. 010087
. 010087
. 010087
. 009858
. 009858
. 009634
. 009634
. 009634
. 009634
. 009634
. 009634
. 009634
. 009414
. 009414
. 009414
. 009414
. 009414
. 009198
. 008987
. 008987
. 008987
0. 00878
0. 00878
0. 00878
. 008578
. 008578
. 008185
. 007995
. 007995
. 007809
. 007809
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SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104

TIMMI3
LIN7B
FAM3A
ZNFb24
RPP25L
CHKB
UFSP1
SAT2
MRPL55
NDUFAT7
CEBPD
CCDC130
MXD3
TRMT1
CHCHD1
ATP5D
BPIFB4
ANKRD13D
STK32C
PTGES2
UQCC3
RSAD1
TYSND1
EIF2B4
PCED1A
RHOTZ2
SNRNP35
METTL23
SLC25A28
POP5
HSF4
ARL6TP4
ACBD4
HEXDC
PET100
FKBP2
PINI
CBX8
EDF1
ZNF580
ATPIF1
ODF3B
ITPA
HIFX

. 347
. 348
. 348
. 348
. 349
. 349
. 349
. 349
. 349
0.35
0.35
0. 35
. 351
. 351
. 352
. 352
. 352
. 352
. 352
. 352
. 353
. 353
. 353
. 354
. 354
. 355
. 356
. 356
. 357
. 357
. 357
. 358
. 358
0. 36
0. 36
. 361
. 361
. 361
. 362
. 362
. 362
. 362
. 363
. 363

O O O O O O O O O O O O O O O O o o o o O O O O O O O O O O

O O O O O O O O O

. 007809
. 007627
. 007627
. 007627
. 007448
. 007448
. 007448
. 007448
. 007448
.007273
.007273
.007273
. 007102
. 007102
. 006935
. 006935
. 006935
. 006935
. 006935
. 006935
. 006771
. 006771
. 006771
. 006611
. 006611
. 006454

0. 0063

0. 0063
0.00615
0.00615
0.00615
0. 006003
0. 006003
0. 005718
0. 005718

0. 00558

0. 00558

0. 00558
0. 005446
0. 005446
0. 005446
0. 005446
0. 005314
0. 005314
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SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104

TEPSIN
DECR2
ADCKb5
RPP21
DCXR
NOXA1
ZNF513
E4F1
MRPL12
MRPS21
ABHD17A
CCDC159
Clorf3b
KAT2A
FDX2
Cl7orf62
NME3
COMMD4
RRNAD1
C9orf172
LRRC45
TAZ
CDK5RAP3
ZNF692
GLI4
CCDC183
HDAC10
TRABD
CDK5RAP1
TMEM259
MSH5-SAPCD1
TP53113
MZT2B
METTL26
NDUFAFS8
MCRIP2
SCAND1
DUSIL
RPS28
KRTCAP2
ZNF414
PPP1R35
SELENOO
ACADVL

. 363
. 364
. 364
. 364
. 365
. 365
. 365
. 366
. 366
. 366
. 366
. 367
. 367
. 369
0. 37
0. 37
0. 37
. 371
. 372
. 372
. 373
. 373
. 373
. 374
. 374
. 374
. 377
. 377
. 379
. 379
. 379
. 381
. 382
. 384
. 384
. 388
. 393
. 395
. 398

0.4
. 406
. 407
. 408
. 408

O O O O O O O O O O o o o O

O O O O O O O O O O O O O O O O o o o o o o

oS O O O

. 005314
. 005185
. 005185
. 005185
. 005059
. 005059
. 005059
. 004936
. 004936
. 004936
. 004936
. 004815
. 004815
. 004582
. 004469
. 004469
. 004469
. 004359
. 004251
. 004251
. 004146
. 004146
. 004146
. 004043
. 004043
. 004043
. 003748
. 003748
. 003563
. 003563
. 003563
. 003385

0. 0033
0.003135
. 003135
. 002826
0.00248
. 002353
. 002173
. 002061
. 001754
. 001707
. 001661
. 001661
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SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
SNORD104
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109

RENG
MRPL38
POLL
TSEN54
COMTD1
FBXL15
MRPS26
CCS
WDR83
NAT9
QTRT1
ASPSCR1
C9orf142
NT5C
C190rf60
OXLD1
SNORD104
RBM5
NKTR
MDM4
AHSA2
MSS51
GOLGASB
SRSFbH
RBM6
N4BP2L2
LUC7L3
GNRH1
ANKRD23
MZF1
KIAAQ907
UBAP1L
CRYGS
C8orf44
POLI
ARGLU1
AGAP6
DDX39B
TIAL
CSAD
ZNF169
ELMOD3
GPS2
CLK1

.411
. 413
. 413
. 414
417
. 418
. 432
. 436
0.44
. 442
. 452
. 453
. 457
. 462
. 492
. 495

O O O O O O O O

O O O O O O O

-0. 364
-0. 352
-0. 345
-0. 342
-0. 34
-0. 337
-0. 337
-0. 336
-0. 335
-0. 334
-0. 331
-0. 322
-0. 322
-0. 321
-0. 32
-0. 32
-0. 317
-0. 316
-0. 315
-0. 314
-0. 314
-0. 313
-0. 311
-0. 31
-0. 31
-0. 309
-0. 309

0.001531
0.001449
0.001449
0.00141
. 001298
. 001262
. 000851
. 000759
. 000676
. 000638
. 000475
. 000461
. 000409
. 000352
. 000138
. 000125
. 19E-15
. 000316
. 000497
. 000643
. 000717
. 000771
. 000859
. 000859
0. 00089
. 000923
. 000956
. 001063
. 001454
. 001454
. 001505
. 001557
. 001557
. 001725
. 001784
. 001846
. 001909
. 001909
. 001974
. 002111
. 002182
. 002182
. 002256
. 002256

el eoleololE=ele S elelel oo leo el ol oo el =)

eleololoNeol ool eo oo o oo e e el =)




59

snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109

AC022400. 6

PCF11
C3orf35

JMJD7-PLA2G4B

ZNF276
PAN2
FNBP4
CBWD3
CHKB
FAM193B
CCDC66
HNRNPDL
TRIM52
TRIM66
CCNLZ2
PIGL
DDX5
PDEGC
TTLL3
APBB3
PNISR
VAMP1
TUBGCP6
CDK3
DFNB59
ERICH6B
L3MBTL1
HMBOX1
HYPK
NISCH
CATSPER2
MAN2C1
TTC14
HNRNPH1
DDX17
ZNF692
NEIL1
RSRP1
CLHC1
GOLGASN
SEC31B
ZNF589
LY6GSB
C6orf163

-0
-0
-0
-0
-0
-0
-0
-0
-0
-0
-0
-0
-0
-0

-0
-0
-0
-0
-0
-0
-0
-0
-0
-0
-0
-0
-0
-0
-0
-0
-0
-0

.309
. 307
. 305
. 305
. 304
. 304
. 304
. 304
. 304
. 304
. 303
. 303
. 302
. 301
-0.3
. 299
. 299
. 299
. 298
. 296
. 294
. 294
. 294
. 293
. 293
. 292
. 292
. 291
. 291
. 291
. 291
. 291
. 291
0.29
. 289
. 289
. 289
. 288
. 288
. 288
. 288
. 287
. 286
. 285

0

0
0

0
0

0
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. 002256
0.00241
. 002574
. 002574
0. 00266
0. 00266
0. 00266
0. 00266
0. 00266
0. 00266
. 002749
. 002749
0.00284
. 002933
0.00303
. 003129
. 003129
. 003129
. 003232
. 003446
. 003673
. 003673
. 003673
. 003792
. 003792
. 003914
. 003914
. 004039
. 004039
. 004039
. 004039
. 004039
. 004039
. 004169
. 004302
. 004302
. 004302
. 004438
. 004438
. 004438
. 004438
. 004579
. 004724
. 004873
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snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109

LENGS8
TARBP1
LINCO1125
AC023509. 3
ENOSF1
SNRNP70
KCNIP2
EPM2AIP1
TEPSIN
KTAAO895L
CDK5RAP3
HEMK1
SUGP2
TSSK3
WDR27
CDRT4
ATG16L2
ENGASE
FAM229A
ZNF852
PCEDIA
PLXNB1
TPE6K2
CBWD6
NPHP3
ZNF354B
TAF1C
TEN1-CDK3
ADAT2
AP001931. 1
CPT1B
RGL4
PRPF39
ZNF514
RBM25
STK36
ZNF10
MTG1
MASP2
SPRN
CFAP44
NXF1

CARF
ASB14

. 285
. 284
. 283
. 283
. 282
. 282
. 282
. 282
. 281
. 281
. 281
. 281

-0. 28
-0. 28
-0. 28

. 278
. 278
277
277
277
277
277
. 276
. 276
. 276
. 275
. 275
. 274
. 274
. 273
. 272
. 272
. 272
. 271

-0. 27
-0. 27
-0. 27

. 269
. 269
. 269
. 269
. 268
. 268
. 268
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. 004873
. 005026
. 005183
. 005183
. 005345
. 005345
. 005345
. 005345
. 005512
. 005512
. 005512
. 005512
. 005683
. 005683
. 005683
. 006039
. 006039
. 006225
. 006225
. 006225
. 006225
. 006225
. 006416
. 006416
. 006416
. 006612
. 006612
. 006814
. 006814
. 007021
. 007233
. 007233
. 007233
. 007452
. 007676
. 007676
. 007676
. 007907
. 007907
. 007907
. 007907
. 008143
. 008143
. 008143




61

snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109

ACCS
DCAF8
D2HGDH
C5o0rf63
BBS1
INF224
CDK10
GOLGA6L9
PP2D1
EIF4A1
FAM217A
ZNF248
ZNF587
NADSYN1
DUSP28
PHYKPL
RBM39
PAXBP1
MTERF2
AKAP17A
CLK2
AC090004. 1
CCNL1
PPP6R2
C3orf62
SENP7
ZRANB2
ZNF662
TRMT10B
ACO11511.1
TAS2R10
DMTF1
CYP2R1
NR2C2
LHX4
RGL3
LINC00854
ECHDC2
AC020915. 1
CCDC84
SLC25A27
EBLN2
MATZ2A
CIRBP

. 267
. 267
. 267
. 266
. 266
. 266
. 266
. 265
. 265
. 265
. 265
. 265
. 264
. 264
. 264
. 264
. 264
. 262
. 262
. 262
. 262
. 262
. 262
. 261
. 261
. 261
. 261
. 261
. 261

-0. 26
-0. 26
-0. 26
-0. 26
-0. 26

. 259
. 259
. 259
. 258
. 258
. 258
. 258
. 258
. 258
. 257
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. 008386
. 008386
. 008386
. 008635
. 008635
. 008635
. 008635
. 008891
. 008891
. 008891
. 008891
. 008891
. 009154
. 009154
. 009154
. 009154
. 009154

0. 0097
0. 0097
0. 0097
0. 0097
0. 0097
0. 0097

. 009984
. 009984
. 009984
. 009984
. 009984
. 009984
. 010275
. 010275
. 010275
. 010275
. 010275
. 010574
. 010574
. 010574
. 010881
. 010881
. 010881
. 010881
. 010881
. 010881
.011195
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snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109

ING5
LRRC39
INTS6L
AARSD1
PLA2G6
ZNF814
CEP95
AGAP5
PABPCIL
WASHC1
AGAP9
REV1
ANKZF1
EDRF1
MATR3
CCDC14
ASB16
ZNF33A
SAPCD1
GCNT7

CHKB-CPT1B

ZGLP1
PIDD1
MSH5
LIMEL
ABCAS
ZNF546
CLASRP
LBHD1
LUCTL
0GT
KLHDC4
DNAH1
UCP3
ZBTB40

RBM14-RBM4

GDF9
CAPN10
LMNTD2
SRSF11
AMT
SETD4
SFI1
CLK4

. 257
. 257
. 257
. 257
. 256
. 256
. 256
. 256
. 256
. 255
. 255
. 253
. 253
. 253
. 252
. 252
. 252
. 252
. 251
. 251
. 251
. 251
. 251

-0.25
-0.25
-0.25
-0.25
-0.25
-0.25

. 249
. 249
. 249
. 249
. 248
. 248
. 248
. 248
. 248
. 247
. 247
. 247
. 247
. 247
. 247

O O O O OO OO OO OO OO OO OO o o o o oo

O O O O O o o o O

.011195
.011195
.011195
.011195
. 011517
. 011517
. 011517
. 011517
. 011517
. 011848
.011848
. 012534
. 012534
. 012534
. 012891
. 012891
. 012891
. 012891
. 013256
. 013256
. 013256
. 013256
. 013256
0.01363
0.01363
0.01363
0.01363
0.01363
0.01363
. 014014
. 014014
. 014014
. 014014
. 014407
. 014407
. 014407
. 014407
. 014407
0.01481
0.01481
0.01481
0.01481
0.01481
0.01481
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snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109

snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109

AP003108. 2
NPEPL1
ZNF23
BRICD5
ZNF444
MYL5
NEURL4
EP400NL
EME2
BGLAP
ZBTB37
ACSF3
ZBTB25
MAMDC4
AC009690. 1
SPATA1
NICNI
GLI4
WDR73
MYSM1
AL353588. 1
LMBRIL
TSSK4
HDAC10
TMEM110-
MUSTNI1
EZH1
METTL17
EXD3
SRSF6
ZNF700
FAM186A
NBEAL2
SPDYA
JMJD7
ZNF345
RNF207
KLC1
ACBD4
SGSM2
ZFC3H1
SPATAGL
ARTH20S
GABPB2

-0. 247
-0. 247
-0. 246
-0. 246
-0. 246
-0. 246
-0. 246
-0. 245
-0. 245
-0. 245
-0. 245
-0. 245
-0. 244
-0. 244
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ZNF333
PAN3
HEXDC
VCPKMT
ANKAR
PPOX
SLC25A34
Clorf100

STX16-NPEPL1

TCTE3
MRPS25
POLG2
ZNF337
ZNF621
AC006254. 1
ATAT1
GOLGAGL10
RSAD1
PLA2G4B
SETDB2
TMEM262
CCDC130
CCNT2
AL136295. 4
NOXA1
ARPC4-TTLL3
AL133352. 1
MRNIP
ANO9

PTCH2
FBXW12
NPIPA1
KRTAP5-1
TIGD1
AC096887. 1
ZNF782
C6orf201
RPAIN
UVSSA
DDX47
BTAF1
ANKMY1
SAP25

ZINF7

-0. 239
-0. 238
-0. 238
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-0. 237
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-0. 236
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-0. 232
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TRMU
BRDS8
CORT
ZNF513
FAM47E
COL27A1
KAT2A
MUSTN1
WSB1
AGAP4
TADAZA
CHMP4A
U2AF1L4
SGK494
ANKHD1
SPTY2D1-AS1
CDK11A
PRR25
ALKBH6
MSH5-SAPCD1
NUDT13
LRP5L
RTEL1-
TNFRSF6B
ZNF517
PKD2L2
GTF2IRD2
CC2D2B
ANKS3
P4HTM
AL121594. 3
PGBD4
SLCIC1
INOSOB
NAA16
CRTC1
ZNF83
OFD1
ZNF133
TRPV1
GGAl
C200rf96
MRPL38
GABRR2
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. 025887

. 025887

. 025887

. 025887

. 025887

. 026558

. 026558

. 026558

. 026558

. 026558

. 026558

O O O O O O o o o o o

. 027245
. 027245
. 027245
. 027245
. 027946
. 027946
. 027946
. 027946
. 027946
. 027946
. 027946
. 027946
. 027946
. 028664
. 028664
. 028664
. 028664
. 028664
. 028664
. 028664

el eololoceol oo oBeo ool eo oo oo o)




66

snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109

snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109

SLC25A45
TIAF1
ZNF580
CTC1
GATD1
TVP23C
AC009119. 2
ABCA10
C50rfH6
ANKRD61
CALCOCO1
ANKHD1-
EIF4EBP3
TAS2R20
NFKBID
7ZBTB3
CES4A
MBTD1
OR10AD1
KLHL17
ZNF785
FGFR10P
GNG3
FBXL8
SPG7
HSF4
7ZBTB48
DNAJC27
PGS1
CEP83
STRADA
EPOR
RBM33
SCRN2
MYH7B
CXorf6h
MICAL1
CARD8
NIPSNAP3B
NOL12
NEKS
AC244197. 3
ARHGAPS
ZNF594
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. 221
. 221
. 221
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LAT
SPATA25
U2AF1L5
IRF9
SDR39U1
HEXIM2
BORCSS8
KLHDC1
ANKDD1A
CENPT
ATG4B
WDR92
FAM186B
KMT5C
ANAPC4
ZBED5
ULK3
WDR6
AL365205. 1
CUL9
PTBP2
INCA1
OSBPL7
AC040162. 1
SCART1
NDST2
ZNF789
PCBD2
SPDYEL
ARL17A
UBXN11
CXXC1
ADO00671. 2
FITM1
METTL3
FAM209A
CRIPAK
WBP1
RAPSN
CLEC2D
CENPC
GPR61
O0TUD3
ACADVL
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ADAMTS13

KCNAB3
INTU
RECQL5
CCDCHT
ZC3H12D
ZFYVE2T7
ZNF195
HEATR9
RC3H1
DENND4B
RNPC3
GOLGASA
ZNF182
LRRC14
TRAF5
TSPOAP1
SLC2A11
SPIN3
ZNF236

AC072022. 1

ZNF8
ZNF226
NDUFAF7
PICK1
MRPL53
CYHR1

AC068896. 1

SPPL2B
IL11IRA
NSMCE4A

ITGB1BP2

MRI1

KRTAP5-9

CCDC188
SLC35E2
PLGLB1
ACAP3
AKAPSL
ZNF251
LRRC27
ZNF540
CLK3
SPACAG
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DIP2A
AP1G2
KIFC2
ZNF91
PRCD
USPL1
PRPF4B
ODF3B
VPS13A
CCER2
ZNF446
VMAC
SPACA4
PGGHG
ZNF44
LRIT3
WDR90
ADCK5
AC005726. 2
SRSF2
AC012651. 1
C190rf18
FAM160B2
CLDN20
ACAD11
NBPF12
CHRNA1O
DOPEY1
NPIPB4
ESR2
TRABD
ZMAT1
SPDYES
CTRL
CELF6
MAPK15
NOXRED1
POLL
STX16
OR5K2
NR2C1
SLC25A16
CREBZF
AC055811. 2
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IBAST
ZFP3
TIMP3
PAQR7
CDC42
TUBB6
EMP3
KIRREL
RAB10
UBE2Z
DDB1
COLbA1
GNG12
CARHSP1
BAGS
SPDYE3
PRPS1
GPAT3
UBC
NEK6
EIF252
SEMA3A
SPTLC1
CAST
LRRCSE
CDH11
PRR11
DCTN5
FAMS3D
CTSB
DRAP1
PINK1
FGF1
THY1
IRS1
PHF13
PBX3
PYGL
ZFAND3
KDELC2
CTHRC1
ASAP1
MAP7D3
RTCA
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AGPAT1
MMP3
RNF4
OSTM1
PATL1
SFRP2
ZFP91
ACTN4
CD70
RWDD1
LYAR
ENO1
YWHAH
ORC3
RBMS1
STK17A
TMEM159
ATGS
LAMC2
TNFAIP1
LUZP1
ULBP2
MICB
EI24
TMEM196
ACTN1
CHMP2B
GPR1
ANTXR1
FAP
VGLLA4
AZINI
ZDHHC5
SMARCAL1
ADAM17
CLICI
TMEM50A
ARCN1
PRRG4
TRIM4
AIG1
GNA12
RAB32
SLC2A1

O O O O O O O O O O O O O O O O O O O O O O O O O O O O O O O O O O o o o o o o o o o

. 205
. 205
. 205
. 205
. 205
. 205
. 205
. 205
. 205
. 205
. 205
. 205
. 205
. 205
. 206
. 206
. 206
. 206
. 206
. 206
. 206
. 206
. 207
. 207
. 207
. 207
. 207
. 207
. 208
. 208
. 208
. 208
. 208
. 208
. 208
. 209
. 209
. 209
. 209
. 209
. 209
. 209
. 209
0.21

el eolloBoeo el olBoleo oo eo oo e e " heolholeololeeo oo o oo e oo oo e ool o oo«

. 039085
. 039085
. 039085
. 039085
. 039085
. 039085
. 039085
. 039085
. 039085
. 039085
. 039085
. 039085
. 039085
. 039085
. 038149
. 038149
. 038149
. 038149
. 038149
. 038149
. 038149
. 038149
. 037233
. 037233
. 037233
. 037233
. 037233
. 037233
. 036335
. 036335
. 036335
. 036335
. 036335
. 036335
. 036335
. 035456
. 035456
. 035456
. 035456
. 035456
. 035456
. 035456
. 035456
. 034594




72

snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109

COLbAZ2
TCF19
EDIL3
SND1
TACSTD2
COL11A1
TMEM184C
C7orf49
DIAPH1
CHRM2
TMEM185A
LINC00998
TTC4
ZNF185
UBE2C
FN1
MIDZ2
LYPD3
SETD7
CEP41
TMEM158
CASP2
SLC44A1
NRBF2
CDh44
KPNA3
COL8AZ2
ARSI
CYP51A1
RAB14
TAF5L
CUL4B
FAM26E
SNX3
STYXL1
GJAS
ABCE1
CTNNAL1
NCS1
PSMD2
1GF2BP2
TMBIM1
VTA1
SOAT1
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. 031327
. 031327
. 030552
. 030552
. 029794
. 029794
. 029794
. 029794
. 029794
. 029794
. 029794
. 029794
. 029794
. 029794
. 029053
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snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109

SH3GL1
SLC35E1
FIS1
PTBP3
SLC35F6
HYAL4
CAMK2N1
CDC27
XP0O6
SUMO3
GPR107
CARM1
TMEM140
CD40
AL355102. 2
MET
LOX
RAB9A
CPA2
LRP12
SURF4
KLHL5
RASAL2
CFL1
SNX7
GJC1
FNDC3B
TPST1
HTATSF1
COL3A1
HBP1
CNNM4
COL1A2
CERCAM
NCEH1
RBM18
BCAR3
PIM1
JPT2
THBS2
CNN3
ERLINI
ADAMTS12
CCNK

O O O O O O O O O O O O O O O O o o o o o

O O O O O O O O O O o o o O

L 217
L 217
L 217
L 217
L 217
L 217
L 217
L 217
L 217
L 217
L 217
L 217
. 218
. 218
. 218
. 218
. 218
. 219
. 219
. 219
.219

CLLLLLL e

22
22
22
22
22
22
22
22
22

. 221
. 221
. 221
. 221
. 221
. 221
. 221
. 222
. 222
. 222
. 222
. 222
. 222
. 222
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. 029053
. 029053
. 029053
. 029053
. 029053
. 029053
. 029053
. 029053
. 029053
. 029053
. 029053
. 029053
. 028327
. 028327
. 028327
. 028327
. 028327
. 027617
. 027617
. 027617
. 027617
. 026923
. 026923
. 026923
. 026923
. 026923
. 026923
. 026923
. 026923
. 026923
. 026243
. 026243
. 026243
. 026243
. 026243
. 026243
. 026243
. 025579
. 025579
. 025579
. 025579
. 025579
. 025579
. 025579
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snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109

UBE2L5P
ARHGAP10
WDFY1
TMEM250
RHOC
COL10A1
TUBA1B
EIF5A2
FAS
PTTG1IP
PEALS
SRRD
VKORCIL1
TMEM41A
SMS
APHIA
IGDCC4
SLCI9A6
LRRC15
RELA
POSTN
ADCK2
ANGPTL2
RAB23
NAMPT
TOR1B
VANGL1
IDO1
RPF2
CDSN
RAB31
HK1
SHCBP1
PUDP
TPBG
LAYN
POM121C
KCTD5
PGM1
PITPNB
HCCS
RAD23B
GJB2
NCK1

. 222
. 222
. 222
. 223
. 223
. 223
. 224
. 224
. 224
. 224
. 224
. 224
. 225
. 226
. 226
. 226
. 226
. 226
. 227
. 227
. 228
. 228
. 228
. 228
. 228
. 228
. 229
. 229
0. 23
0. 23
0. 23
0. 23
. 231
. 231
. 231
. 231
. 232
. 232
. 232
. 232
. 232
. 232
. 232
. 232

O O O O O O O O O O O O O O O O O O O O o o o o o o o o

O O O O O O O O O O o O

. 025579
. 025579
. 025579
. 024929
. 024929
. 024929
. 024293
. 024293
. 024293
. 024293
. 024293
. 024293
. 023672
. 023064
. 023064
. 023064
. 023064
. 023064
0. 02247
0. 02247
. 021889
. 021889
. 021889
. 021889
. 021889
. 021889
. 021321
. 021321
. 020767
. 020767
. 020767
. 020767
. 020224
. 020224
. 020224
. 020224
. 019695
. 019695
. 019695
. 019695
. 019695
. 019695
. 019695
. 019695
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snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109

PDAP1
NRAS
CLSTN1
SSTR2
SPARC
EMP1
MRGPRX3
ARNTL2
PGM2
NDUFAb5
PUST
ACTG1
TOR1A
SYS1
CAVINI
ACVRI
MAPKAP1
VAMP7
COL6A1
TGM4
METTL9
ARHGAP29
IL13RA1
NRP2
POFUT1
TTPAL
UBE2R2
F8Al
PPP1R18
CHST11
DEGS1
VTI1B
HPRT1
BACHI1
DCLRE1B
MFSD14B
PDGFC

T
TMEM200B
RAB7A
RAD23A
INHBA
BMT2
VAMP3

. 233
. 233
. 233
. 233
. 234
. 234
. 234
. 234
. 234
. 234
. 234
. 235
. 235
. 235
. 235
. 236
. 236
. 236
. 237
. 237
. 237
. 237
. 237
. 237
. 237
. 237
. 237
. 238
. 238
. 238
. 238
. 238
. 239
. 239
. 239
. 239
0.24
0.24
0.24
0.24
0.24
0.24
0. 241
0. 241
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. 019177
. 019177
. 019177
. 019177
. 018671
. 018671
. 018671
. 018671
. 018671
. 018671
. 018671
. 018177
. 018177
. 018177
. 018177
. 017695
. 017695
. 017695
. 017224
. 017224
. 017224
. 017224
. 017224
. 017224
. 017224
. 017224
. 017224
. 016764
. 016764
. 016764
. 016764
. 016764
. 016314
. 016314
. 016314
. 016314
. 015876
. 015876
. 015876
. 015876
. 015876
. 015876
. 015447
. 015447
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snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109

FLNC
ANTXR2
NTAN1
RAB11FIP5
CLIP2
PRPF4
LRRC8A
TNFAIPG6
ZCRB1
AXL
GPR87
ILK
MUL1
MAP4
KPNA4
ITGB5
B4GALTS
APP
HNRNPCL1
EFNB2
PCDH7
SLC35F2
SLAIN2
EPHB4
DCBLD2
MAP7D1
CMTM3
CRYGD
VGLL2
TMEM127
ACTR2
LDOC1
MCFD2
MSANTD3
GREM1
CLDN4
M6PR
NRBP1
SSPN
STIMIL
BRCC3
TL27RA
FOSL1
FSTL1

O O O O O O O O O O O O O O O O O O O O O O O O O O O O O O O O O O o o o o o o o o o o

. 241
. 241
. 242
. 242
. 242
. 242
. 242
. 243
. 243
. 244
. 244
. 244
. 244
. 244
. 244
. 244
. 244
. 245
. 245
. 245
. 245
. 245
. 246
. 246
. 246
. 246
. 246
. 246
. 246
. 246
. 246
. 246
. 247
. 247
. 248
. 248
. 249
. 249
. 249
. 249
. 249
. 249
. 249
. 249
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. 015447
. 015447
. 015029
. 015029
. 015029
. 015029
. 015029
. 014621
. 014621
. 014223
. 014223
. 014223
. 014223
. 014223
. 014223
. 014223
. 014223
. 013834
. 013834
. 013834
. 013834
. 013834
. 013455
. 013455
. 013455
. 013455
. 013455
. 013455
. 013455
. 013455
. 013455
. 013455
. 013085
. 013085
. 012724
. 012724
. 012371
. 012371
. 012371
. 012371
. 012371
. 012371
. 012371
. 012371
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snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109

CLIC4
GTPBP10
HS3ST3A1
WBP11
ALKBH4
FAM220A
DNAJC2
SNAT1
YWHAG
HMGA1
TUBAIC
PDLIMb5
TMEM248
PICALM
BRI3
ZYX
RALA
ERO1A
AIDA
AFAP1
DDX18
SLC25A40
SDCBP
RIN2
TAB2

NF2
B4GALT1
VCL
FHL2
IL1RAPLI
CD109
NAA1S
STAUL
NETO1
SZRD1
ACTR3
SH3GLB1
OSTN
DNA JB6
ITGB1
RINT1
ADAMTSL1
SERPINE2
RNF11

0. 249
0. 249
0. 249
0. 25
0. 25
0. 25
. 251
. 251
. 251
. 251
. 251
. 251
. 252
. 252
. 253
. 254
. 254
. 254
. 255
. 255
. 256
. 256
. 256
. 256
. 257
. 257
. 257
. 258
. 258
. 258
. 258
. 258
. 259
. 259
. 259
. 259
. 259
0. 26
0. 26
0. 26
0. 26
0. 26
0. 261
0. 261
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. 012371
. 012371
. 012371
. 012028
. 012028
. 012028
. 011693
. 011693
. 011693
. 011693
. 011693
. 011693
. 011366
. 011366
. 011047
. 010737
. 010737
. 010737
. 010434
. 010434
.010139
.010139
.010139
.010139
. 009851
. 009851
. 009851
0. 00957
0. 00957
0. 00957
0. 00957
0. 00957
. 009297
. 009297
. 009297
. 009297
. 009297
. 009031
. 009031
. 009031
. 009031
. 009031
. 008771
. 008771
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snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109

PALLD
ABCF2
ORCh
POT1
CAPZB
IDS
SLC10A3
MMP14
STEAP2
LIMSI
CHCHD3
TAF6
RRAGC
GNATI3
CAB39
THAPS
ARL2BP
UBE2D1
MSN
TRAK1
PT4K2A
SPATS2L
GNB1
MAPRE1
AP1S1
WDR1
BCL7B
NME7
MBTPS2
IFT22
COLGALT1
PLIN3
TOMM34
LYPD5
CNOT4
PRR16
PRPF19
TPM4
EX0C4
PLBD2
ARHGEF5
INF277
CDCP1
RAP2C

. 261
. 261
. 261
. 262
. 262
. 262
. 262
. 263
. 263
. 265
. 265
. 265
. 265
. 267
. 267
. 268
. 268
. 268
. 268
. 269
. 269
. 269
0. 27
0. 27
. 271
. 271
. 271
. 272
. 272
. 272
. 272
. 273
. 273
. 274
. 275
. 276
. 276
277
277
. 278
. 279
. 279
. 281
. 281

O O O O O O O O O O O O O O O O o o o o o o

O O O O O O O O O O O O O O o o o o o o

. 008771
. 008771
. 008771
. 008518
. 008518
. 008518
. 008518
. 008272
. 008272
. 007798
. 007798
. 007798
. 007798
. 007349
. 007349
. 007134
. 007134
. 007134
. 007134
. 006924
. 006924
. 006924
. 006719
. 006719
0. 00652
0. 00652
0. 00652
. 006326
. 006326
. 006326
. 006326
. 006138
. 006138
. 005954
. 005776
. 005602
. 005602
. 005433
. 005433
. 005269
. 005109
. 005109
. 004803
. 004803
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snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109

SDC4
PAK2
GLIPRI
CAP1
OLFML2A
SMURF1
IL23A
CUX1
PTP4A2
ENOX2
UBE2H
ANKIBI
ACTB
GNB2
ADGRE1
PANX1
VEGFC
TWF1
LMBR1
STEAP1
CSTB
ICMT
DCBLD1
UBE3C
TIMP2
SEMA3C
CAV2
CLDN12
TMEM185B
SERINC3
LIMK1
ORAIZ
COPS6
TNPO3
TNFRSF12A
FGFb5
MMGT1
HMGAZ2
ZNF114
ANO6
EXT1
ELF4
CCDC86
PLAU

. 281
. 282
. 282
. 282
. 282
. 283
. 283
. 283
. 283
. 284
. 285
. 285
. 285
. 285
. 286
. 288
. 288
. 291
. 291
. 292
. 293
. 293
. 293
. 293
. 293
. 294
. 294
. 296
. 297
. 298
. 298
. 299
. 302
. 302
. 302
. 304
. 305
. 308
. 308
0.31
0.31
0. 311
0.312
0. 32

O O O O O O O O O O O O O O O O O O O O O O O O O O O O O O o o o o o o o o o

. 004803
. 004656
. 004656
. 004656
. 004656
. 004513
. 004513
. 004513
. 004513
. 004374
. 004239
. 004239
. 004239
. 004239
. 004108
. 003856
. 003856
. 003505
. 003505
. 003395
. 003288
. 003288
. 003288
. 003288
. 003288
. 003184
. 003184
. 002985
. 002889
. 002797
. 002797
. 002707
. 002453
. 002453
. 002453
. 002296
. 002221
0.00201
0.00201
0. 001879
0. 001879
0. 001817
0. 001756
0.001335
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snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
snoU109
U3

U3

U3

U3

DSE
PTPN12
ARPC1B
ARPC1A
TMCC3
DLD
ELK3
YWHAB
OR4C6
EIF4H
SRPK2
ARMC10
DUS4L
CALU
SNX12
CORO1C
SBDS
CDA
PNPLAS
SH3KBP1
PLOD3
TES
GCC1
CDH3
FOXB1
PSMC2
CCDCT1L
ACP7
RALB
TMEM109
MDFIC
CBLL1
FAM3C
WASL
MTPN
SFRP1
COGH
SYPL1
BCAP29
snoU109
COLGALT1
PLAUR
MMP14
ACTB

0. 32
0. 328
0. 33
0.332
0. 333
0. 337
0. 338
0. 338
0. 34
0. 34
. 343
. 344
. 344
. 347
. 348
. 353
. 354
. 356
. 357
. 358
. 358
. 399
. 367
0. 37
0.378
0.379
0. 38
. 381
. 382
. 383
. 385
. 394
. 394
. 394
. 397
. 404
. 417
. 459
. 526

O O O O O O O O O o o o O

O O O O O O O O O O o O

-0.279
-0. 264
-0. 256
-0. 255

0.001335
0. 001009
0. 00094
. 000875
. 000845
. 000731
. 000705
. 000705
. 000656
. 000656
. 000588
. 000566
. 000566
. 000507
. 000488
. 000405
0. 00039
0. 000361
0. 000348
0. 000335
0. 000335
0. 000322
0. 000237
0. 00021
0.000153
0.000147
0.000141
0. 000136
0.00013
. 000125
. 000116
. 98E-05
. 98E-05
. 98E-05
. 04E-05
. 24E-05
. 99E-05
. 39E-06
. 45E-07
. 89E-23
0. 00053
0.001023
0.001435
0. 001496
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U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3

ADAMTS4 -0. 247
PARVB -0. 244
GPR4 -0. 242
NCS1 -0. 241
ABL2 -0. 237
YWHAG -0. 234
SH3GL1 -0. 233
SPHK1 -0. 233
HIF1A -0. 229
RIPK2 -0. 228
TPM4 -0. 226
COL6A2 -0. 226
KLF16 -0. 226
FSCN1 -0. 224
COL6A1 -0. 223
HDGF -0. 222
MAP4K4 -0. 221
RASAL2 -0. 22
NRBP1 -0. 22
ZBTB2 -0. 218
COL1A1 -0. 218
S100A16 -0. 217
RND3 -0. 217
TNFRSF1A -0. 217
SLC27A4 -0. 216
LAMB1 -0. 216
CD3EAP -0.213
ARPC1B -0.213
TBXAZR -0.212
NUMBL -0. 211
PLIN3 -0. 211
RELB -0. 211
THY1 -0. 211
TUBB6 -0.21
RPS6KA4 -0.21
CCDC71L -0. 209
CFL1 -0. 208
TNPO3 -0. 208
ITPRIP -0. 208
GARS -0. 207
FOSL2 -0. 207
GAS2L1 -0. 207
SEMA6GB -0. 207
MAPK1IP1L -0. 207

0. 002078
0. 002345
0. 00254
. 002643
. 003095
. 003478
. 003615
. 003615
. 004215
. 004378
. 004722
. 004722
. 004722
0. 00509
. 005284
. 005484
. 005691
. 005905
. 005905
. 006356
. 006356
. 006592
. 006592
. 006592
. 006836
. 006836
. 007619
. 007619
. 007897
. 008185
. 008185
. 008185
. 008185
. 008481
. 008481
. 008787
. 009103
. 009103
. 009103
0. 00943
0. 00943
0. 00943
0. 00943
0. 00943
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U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3
U3

RBMS1
ZYX
RALA
COL5A2
COL1A2
PTBP3
SAPCD2
EIF3B
TIMP2
JPT1
RFX8
ADAM12
TATDN2
COLbA1
EMP1
PVR
LMNB2
LMNA
VASP
PUST
COL5A3
COL3A1
RRP1B
KRBOX4
ALG13
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TMEM125
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TTLL2
LGALSS8
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ARMCX1
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DFFB
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CENPS
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SCIN
POLR2M
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SLC25A4
CRY2
SRSF8
FBX038
MDP1
REV1
PHKB
BBS1
ANAPC15
PCBD2
MCCC1
CBX7
CCDC189
IFT46
ZC2HC1C
RTL5
GNGT1
ARSD
DDO
PHYKPL
NICNI
LCASL
FBX048
SLC24A1
GGTLC1
NCMAP
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CTSF
KCTD18
ZNF75D
SLC15A2
CGNL1
ZNF821
CYP4B1
GGA2
KIAAO141
IKZF5
ANKRA2
UBL7
ZMAT1
C18orf32
MLYCD
NOL12
PIGBOS1
ENPP5
Cl150rf40
SHZ2B1
RUFY3
ATPEV1G2
EDC3
ICE2
DCTN4
RSL24D1
IL11IRA
DIS3L
GRAMD2
PREPL
ZNF785
FUCAL
ZNF346
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APH1B
GTF2IRD2
TRIM68
KBTBD4
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ANGPTL5
AMELX
RWDD2A
PIPOX
ZNF354B
CCDC30
ZNF540
ZFP3
MAPK10
USP3
GLS2
ABCC6
GGAl
ZNF19
BEND5
GEMINS
ADCY9
TRIM52
CTSH
FAM76A
THAPG
Cl50rf6l
BBS10
SELENOP
RPLP1
HRC
FRZB
HADH
FGF21
AL139353. 1
ANKRD54
CYP2R1
ZBEDS8
FUNDC2
TSGAIOIP
PAN2
TOX3
TMEM50B
FAM221B
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PARP16
SDR42E1
MEAF6
GAL
MAP10
ZBTB3
CLK4
RABL2A
NRAP
(D302
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TRIM63
TSPOAP1
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HSBP1
SLC25A42
SPATAG
RNF113B
NKX6-3
BEX4
SNX1
SST
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PTGDR2
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HACD3
TIMM10B
CARF
TSPYL2
SARMI
UGT3A1
NOTO
KSR2
BSDC1
MYOZ1
MTFRIL
UNC13C
DNALT1
RBL2
DNAJC27
SPIN3
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Table S4. Functional enrichment results of snoRNA co-expressed genes.

Term Count % P value
G0:0000786~nucleosome 56 1.888702 1.87E-22
G0:0005634~nucleus 1002 33.79427 8.31E-19
GO0:0005515~protein binding 1549 52.24283 3.86E-18
GO0:0005654~nucleoplasm 565 19.05565 2.08E-17
G0:0003676~nucleic acid binding 238 8.026981 1.29E-13
G0:0003677~DNA binding 365 12.31029 1.74E-13
G0:0006334~nucleosome assembly 52 1.753794 4.08E-13
GO0:0045815~positive regulation of gene expression, 34 1146712 3.81E-12
epigenetic

G0:0032200~telomere organization 20 0.674536 1.80E-10
GO:0006355~regulation of transcription, DNA-templated 317  10.6914 2.09E-10
G0:0044822~poly(A) RNA binding 251  8.46543 2.84E-10
G0:0046872~metal ion binding 416 14.03035 5.57E-10
G0:0000183~chromatin silencing at rDNA 23 0.775717 8.79E-10
G0:0016607~nuclear speck 65 2.192243 9.53E-10
G0:0000788~nuclear nucleosome 24 0.809444 7.37E-09
G0:0006335~DNA replication-dependent nucleosome 20 0.674536 1.30E-08
assembly

G0:0005925~focal adhesion 101 3.406408 1.94E-08
G0:0000228~nuclear chromosome 26 0.876897 2.46E-08
GO0:0006351~transcription, DNA-templated 377 12.71501 2.13E-07
G0:0045814~negative regulation of gene expression, 24 0.809444  2.36E-07
epigenetic

G0:0051290~protein heterotetramerization 21 0.708263 7.22E-07
G0:0016020~membrane 405 13.65936 1.22E-06
G0:0031047~gene silencing by RNA 38 1.281619 1.52E-06
G0:0000166~nucleotide binding 88 296796 1.64E-06
G0:0005737~cytoplasm 880  29.6796 2.59E-06
G0:0008380~RNA splicing 48 1.618887 1.11E-05
GO0:0045653~negative regulation of megakaryocyte 12 0.404722 1.13E-05
differentiation

GO0:0004674~protein serine/threonine kinase activity 90 3.035413 1.32E-05
G0:0000398~mRNA splicing, via spliceosome 59 1.989882 1.68E-05
G0:0000784~nuclear chromosome, telomeric region 39 1.315346 2.14E-05
G0:0004842~ubiquitin-protein transferase activity 80 2.698145 2.32E-05
G0:0034080~CENP-A containing nucleosome assembly 19 0.640809 2.41E-05
G0:0006352~DNA-templated transcription, initiation 17 0.573356 2.77E-05
G0:0060968~regulation of gene silencing 9 0.303541 3.07E-05
G0:0016233~telomere capping 13 0.438449 3.96E-05
G0:0006303~double-strand break repair via nonhomologous 23 0.775717 8.87E-05
end joining

G0:0006396~RNA processing 30 1.011804 1.83E-04
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G0:0042393~histone binding

G0:0005524~ATP binding
G0:0005788~endoplasmic reticulum lumen
G0:0010494~cytoplasmic stress granule
G0:0006468~protein phosphorylation
G0:0098641~cadherin binding involved in cell-cell adhesion
G0:0005913~cell-cell adherens junction
G0:0080182~histone H3-K4 trimethylation
G0:0003723~RNA binding

G0:0006336~DNA replication-independent nucleosome
assembly

G0:0043234~protein complex
G0:0000712~resolution of meiotic recombination
intermediates

G0:0046982~protein heterodimerization activity
G0:0019013~viral nucleocapsid
G0:0098609~cell-cell adhesion
G0:0005622~intracellular
G0:0005815~microtubule organizing center
G0:0015031~protein transport
G0:0006281~DNA repair

G0:0004672~protein kinase activity
GO0:0071821~FANCM-MHF complex
G0:0005829~cytosol

G0:0016567~protein ubiquitination
G0:0006397~mRNA processing
G0:0043484~regulation of RNA splicing
G0:0016442~RISC complex
G0:0044267~cellular protein metabolic process
G0:0006974~cellular response to DNA damage stimulus
GO0:0006623~protein targeting to vacuole
G0:0042470~melanosome
G0:0005739~mitochondrion

G0:0060271~cilium morphogenesis
G0:0035987~endodermal cell differentiation
G0:0005681~spliceosomal complex
G0:0019003~GDP binding
GO:0051726~regulation of cell cycle
G0:0006369~termination of RNA polymerase Il
transcription

G0:0032886~regulation of microtubule-based process
G0:0031124~mRNA 3'-end processing
G0:1903506~regulation of nucleic acid-templated
transcription

35
278
48
15
97
67
71

113
12

86

97
12
61
238
38
83
54
77

549
76
43
12

31
48

27
234
34
11
25
17
31
19

16

1.180438
9.376054
1.618887
0.505902
3.271501
2.259696
2.394604
0.303541

3.81113
0.404722

2.900506
0.303541

3.271501
0.404722
2.057336
8.026981
1.281619
2.799325
1.821248
2.596965
0.168634
18.51602
2.563238
1.450253
0.404722
0.236088
1.045531
1.618887
0.202361
0.910624
7.892074
1.146712
0.370995

0.84317
0.573356
1.045531
0.640809

0.202361
0.539629
0.269815

2.85E-04
2.93E-04
3.16E-04
3.83E-04
4.70E-04
5.27E-04
6.60E-04
6.74E-04
6.97E-04
8.39E-04

9.59E-04
0.001169

0.001232
0.001453
0.001501
0.001507
0.001638
0.001782
0.001793

0.00189
0.002172
0.002188
0.002301
0.002356

0.00242
0.002564
0.002664
0.003022
0.003055
0.003076
0.003748
0.003763

0.00462
0.004859
0.005797
0.005805
0.005915

0.006013
0.006042
0.006072
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G0:0016032~viral process

G0:0090503~RNA phosphodiester bond hydrolysis,
exonucleolytic

G0:0004386~helicase activity
G0:0043928~exonucleolytic nuclear-transcribed mRNA
catabolic process involved in deadenylation-dependent decay
G0:0015629~actin cytoskeleton

G0:0001568~blood vessel development
G0:0000932~cytoplasmic mRNA processing body
GO0:0045335~phagocytic vesicle

G0:0033038~hitter taste receptor activity
G0:0003700~transcription factor activity, sequence-specific
DNA binding

G0:0005730~nucleolus

G0:0030199~collagen fibril organization
G0:0051020~GTPase binding

G0:0015986~ATP synthesis coupled proton transport
G0:0003735~structural constituent of ribosome
GO0:0005743~mitochondrial inner membrane
GO0:0043161~proteasome-mediated ubiquitin-dependent
protein catabolic process

G0:0035097~histone methyltransferase complex
G0:0005178~integrin binding

G0:0043001~Golgi to plasma membrane protein transport
G0:0031297~replication fork processing
GO0:0006405~RNA export from nucleus
G0:0007249~1-kappaB kinase/NF-kappaB signaling
GO0:0045732~positive regulation of protein catabolic process
G0:0043240~Fanconi anaemia nuclear complex
G0:0003713~transcription coactivator activity
GO:0006607~NLS-bearing protein import into nucleus
G0:0051010~microtubule plus-end binding
G0:0005759~mitochondrial matrix
G0:0031492~nucleosomal DNA binding
G0:0055037~recycling endosome
G0:0032007~negative regulation of TOR signaling
G0:0003712~transcription cofactor activity
G0:0005694~chromosome

GO0:0005911~cell-cell junction
G0:0016584~nucleosome positioning
G0:0010008~endosome membrane

GO0:0003680~AT DNA binding
GO0:0005776~autophagosome
G0:1904837~beta-catenin-TCF complex assembly

63
11

23
11

47
13
21
13
10
175

153
13
10

48
84
44

26
10
10
16
17
17

52

64
14
26
10
19
25
37

39

17
13

2.124789
0.370995

0.775717
0.370995

1.58516
0.438449
0.708263
0.438449
0.337268
5.902192

5.160202
0.438449
0.337268
0.303541
1.618887
2.833052

1.48398

0.303541
0.876897
0.337268
0.337268
0.539629
0.573356
0.573356
0.236088
1.753794
0.303541
0.202361
2.158516
0.472175
0.876897
0.337268
0.640809

0.84317
1.247892
0.168634
1.315346
0.168634
0.573356
0.438449

0.00618
0.006221

0.008193
0.008222

0.008386
0.008668
0.009144
0.009151
0.009288
0.009651

0.010704
0.010822
0.012305
0.012418
0.012474
0.013476
0.014028

0.01462
0.015066
0.015149
0.015149
0.015239
0.015465
0.015465
0.016293
0.016479

0.01655
0.017529
0.017971
0.018343

0.01867
0.019379
0.019451
0.019549
0.020288
0.022495

0.02314
0.023181
0.023323
0.023755
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GO0:0010467~gene expression
G0:0032981~mitochondrial respiratory chain complex |
assembly

G0:0006241~CTP biosynthetic process
G0:0006228~UTP biosynthetic process
GO0:0017156~calcium ion regulated exocytosis
G0:0034329~cell junction assembly
GO0:0005765~lysosomal membrane
G0:0003684~damaged DNA binding
G0:0043422~protein kinase B binding
G0:0045859~regulation of protein kinase activity
G0:0051015~actin filament binding
GO0:0007264~small GTPase mediated signal transduction
G0:0007569~cell aging

G0:0045053~protein retention in Golgi apparatus
G0:0036498~IRE1-mediated unfolded protein response
G0:0035004~phosphatidylinositol 3-kinase activity

G0:0017112~Rab guanyl-nucleotide exchange factor activity

G0:0035861~site of double-strand break
G0:0016301~kinase activity

G0:0006342~chromatin silencing

GO0:0051865~protein autoubiquitination
G0:2000785~regulation of autophagosome assembly
GO0:0006376~mRNA splice site selection
G0:0042826~histone deacetylase binding
G0:0032947~protein complex scaffold
G0:0030695~GTPase regulator activity
G0:2000786~positive regulation of autophagosome
assembly

G0:0042921~glucocorticoid receptor signaling pathway
G0:0006474~N-terminal protein amino acid acetylation
G0:0006220~pyrimidine nucleotide metabolic process
G0:0035988~chondrocyte proliferation
GO0:0042787~protein ubiquitination involved in ubiquitin-
dependent protein catabolic process
G0:0032006~regulation of TOR signaling
G0:0006183~GTP biosynthetic process
G0:0036002~pre-mRNA binding
G0:0010629~negative regulation of gene expression
G0:0006289~nucleotide-excision repair
G0:0005794~Golgi apparatus

GO0:0070979~protein K11-linked ubiquitination
G0:0035329~hippo signaling

G0:0002224~toll-like receptor signaling pathway
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0.472175
0.573356

0.202361
0.202361
0.202361
0.202361
1.821248
0.573356
0.202361
0.370995
1.011804
1.686341
0.303541
0.134907
0.539629
0.134907
0.337268
0.337268
1.652614
0.438449
0.472175
0.236088
0.236088
0.809444
0.404722
0.236088
0.168634

0.168634
0.168634
0.168634
0.168634
1.112985

0.202361
0.202361
0.168634
1.011804
0.404722
4.991568
0.303541
0.303541
0.303541

0.024283
0.024311

0.025408
0.025408
0.025408
0.025408
0.026138
0.026176
0.02631
0.026322
0.027215
0.0274
0.027616
0.027744
0.028369
0.028414
0.031848
0.032785
0.032997
0.033375
0.033411
0.034051
0.034051
0.034737
0.034862
0.035382
0.035681

0.035681
0.035681
0.035681
0.035681

0.036

0.036219
0.036219
0.036727
0.038456
0.039027
0.042698
0.042954
0.042954
0.042954
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G0:0031293~membrane protein intracellular domain
proteolysis

G0:0006493~protein O-linked glycosylation
G0:0005942~phosphatidylinositol 3-kinase complex
G0:0030140~trans-Golgi network transport vesicle
G0:0042800~histone methyltransferase activity (H3-K4
specific)

GO0:0090544~BAF-type complex
G0:0030670~phagocytic vesicle membrane
G0:0005840~ribosome

G0:0090382~phagosome maturation
G0:0010659~cardiac muscle cell apoptotic process
G0:0010606~positive regulation of cytoplasmic mMRNA
processing body assembly

GO0:0061157~mRNA destabilization
GO0:0071044~histone MRNA catabolic process
GO0:0070208~protein heterotrimerization
G0:0043508~negative regulation of JUN kinase activity
G0:0046835~carbohydrate phosphorylation
G0:0051439~regulation of ubiquitin-protein ligase activity
involved in mitotic cell cycle

hsa05322:Systemic lupus erythematosus
hsa05034:Alcoholism

hsa05203:Viral carcinogenesis

hsa04510:Focal adhesion

hsa04611:Platelet activation

hsa04120:Ubiquitin mediated proteolysis
hsa03018:RNA degradation

hsa05146:Amoebiasis

hsa04810:Regulation of actin cytoskeleton
hsa03460:Fanconi anemia pathway
hsa05131:Shigellosis

hsa05100:Bacterial invasion of epithelial cells
hsa04512:ECM-receptor interaction
hsa03040:Spliceosome

hsa00310:Lysine degradation
hsa05205:Proteoglycans in cancer
hsa04932:Non-alcoholic fatty liver disease (NAFLD)
hsa00514:0ther types of O-glycan biosynthesis
hsa04144:Endocytosis

hsa05202: Transcriptional misregulation in cancer
hsa05010:Alzheimer's disease

hsa04014:Ras signaling pathway

hsa04130:SNARE interactions in vesicular transport
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0.236088

0.337268
0.202361
0.202361
0.236088

0.134907
0.505902
1.146712
0.134907
0.134907
0.134907

0.134907
0.202361
0.202361
0.202361
0.269815
0.269815

1.922428
2.023609
2.091062
1.720067
1.146712
1.180438
0.775717
0.944351
1.551433
0.573356
0.640809
0.708263

0.74199
1.011804
0.505902
1.349073
1.045531
0.269815
1.517707
1.112985
1.112985
1.416526
0.337268

0.044678

0.044845
0.045614
0.045614

0.04637

0.046558
0.048677
0.048791
0.049265
0.049265
0.049265

0.049265
0.049459
0.049459
0.049459
0.049658
0.049658

6.53E-16
1.34E-11
1.14E-09
2.67E-05
2.55E-04
3.27E-04
4.76E-04
8.52E-04
0.001278
0.001447
0.001845
0.003532
0.006074
0.006817
0.008672
0.013439
0.021899
0.023671
0.027059
0.029623
0.031962
0.035097
0.035834
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hsa05130:Pathogenic Escherichia coli infection
hsa05110:Vibrio cholerae infection
hsa05213:Endometrial cancer
hsa05012:Parkinson's disease

13
13
13
28

0.438449
0.438449
0.438449
0.944351

0.040132
0.045911
0.045911
0.046896
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Table S5. Survival analysis results of snoRNA co-expressed genes.

ID Adjusted PZ HR Low 95%ClI High 95%Cl

TMEM125 0.000356165  0.578513 0.428393 0.781238
PGS1 0.000363967  0.577403 0.426916 0.780937
MYOZ1 0.000369327  0.582389 0.432504 0.784216
ERO1A 0.000392872  1.728346 1.277152 2.338937
ZC3H12D 0.000474359  0.579888 0.427192 0.787163
PTGDR2 0.000488276  0.585503 0.433377 0.791028
CD302 0.000559  0.590579 0.437894 0.796503
BEX4 0.000584648  0.584529 0.430417 0.793821
STEAP1 0.00060434  1.692439 1.252921 2.286138
GJB2 0.000608617  1.697384 1.254276 2.297031
PSMD?2 0.000719324  1.682359 1.244505 2.274263
TMEMS50B 0.000741909  0.598854 0.444581 0.806661
SLC25A42 0.000923857  0.600442 0.444022 0.811965
ACTB 0.000947335 1.660237 1.229224 2.242379
IKZF4 0.000988955  0.607456 0.451534 0.817221
ZNF451 0.001026182  0.604762 0.447919 0.816525
BBS1 0.001080507  0.605854 0.448613 0.818209
SLC2A1 0.001180792  1.649636 1.21906 2.232293
SETDB2 0.001281433  0.603951 0.444329 0.820915
EXT1 0.001300465 1.635424 1.211798 2.207144
B4GALT1 0.001380547 1.636787 1.210237 2.213674
CFL1 0.001634697  1.624343 1.201094 2.19674
PLAUR 0.001745915 1.614752 1.196211 2.179736
FOSL2 0.001837039  1.615881 1.194797 2.185369
PVR 0.001859836  1.604062 1.191134 2.16014
GSK3A 0.002003782  1.601928 1.188025 2.160032
YWHAG 0.002057354  1.613491 1.190234 2.187263
VTAL 0.002072811  1.597837 1.185761 2.153118
SPATAG 0.002152778  0.626061 0.464194 0.844371
RPS19 0.002174709 1.59292 1.182795 2.145254
CERS4 0.002288464  0.627695 0.46535 0.846677
FOSL1 0.002399161  1.597458 1.180568 2.161563
RIPK2 0.002685982  1.581776 1.172484 2.133944
RAD23A 0.002790653  1.579981 1.170658 2.132424
GLS2 0.002812808  0.635139 0.471563 0.855457
PRCD 0.002852792  0.633909 0.469848 0.855257
C1GALT1 0.002995662  1.566168 1.164613 2.106176
PSMC5 0.003227038  1.568809 1.162584 2.116976
ADAMTS4 0.003371228  1.568819 1.160977 2.119932
BENDS5 0.003396582  0.639883 0.474643 0.862649
HIST1H2BF 0.003457934 1.55813 1.157422 2.097565
EPOR 0.003543001  0.640348 0.474581 0.864016
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FBXO09
KLHL11
ZFP3
CENPC
IL12B
IKZF5
ZNF141
AL162231.1
RTL5
SNX7
NBN
VANGL1
RALA
VEGFC
CYP4B1
KPNA4
CDCP1
FNDC3B
CARHSP1
PPOX
EZH1
ITGB1
SLC44A1
COLGALT1
PCDH7
EMC6
ACTN4
GCDH
THAP10
MAPKL1IP1L
ZSCAN26
MTHFD2L
MALSU1
MTERF1
WDTC1
WDR1
HEMK1
ACP7
FRZB
UBR3
DNAJC27
PAPOLG
SMS
S100A16

0.003733125
0.003771029
0.003828606
0.003922078
0.003988977
0.004037896
0.0043509
0.004531816
0.004602106
0.004735857
0.004873062
0.004925498
0.005004094
0.00502607
0.005081996
0.005342986
0.005354586
0.005405132
0.005891964
0.00594846
0.005959744
0.006014246
0.006072468
0.006085468
0.006252861
0.006402356
0.006410888
0.006503164
0.006648162
0.006718793
0.006812388
0.007305973
0.00743635
0.007632113
0.007694112
0.007694306
0.007799758
0.007808562
0.007810186
0.007814011
0.008140542
0.008142427
0.008177867
0.008192359

0.64054
0.642703
0.637212
0.646607
0.647025
0.646736
0.649289
0.650465
0.645569
1.533064
1.533023
1.536887
1.530533
1.529843
0.649521
1.529342
1.528783
1.533268
1.519839
0.652602
0.653796
1.520792
1.525526
1.513559
1.511825
1.513705
1.526366
0.660902
1.517633
1.516318
0.661814
0.667292
1.507549

1.49811
0.666874
1.498935

0.66722
1.497101
0.666346
0.667848
0.668078

0.66895
1.497818

1.49589

0.474018
0.476548
0.469506
0.480804
0.481063

0.48051
0.482525
0.483347
0.476963
1.139714
1.138605
1.139059
1.137018
1.136693

0.48028

1.13419
1.133982
1.134592
1.128245
0.481476
0.482953
1.127625
1.128237
1.125617
1.124164
1.123606
1.126185
0.490448
1.122878
1.122172
0.490782
0.496542
1.116176
1.113223
0.495048
1.113047

0.49524
1.112071
0.494089
0.496015
0.495542
0.496665

1.11026
1.109815

0.865561

0.86679
0.864822
0.869587
0.870243
0.870464
0.873688
0.875365
0.873778
2.062171
2.064068

2.07366
2.060242
2.058971
0.878399
2.062164
2.061038
2.072033
2.047349
0.884549
0.885075
2.051045
2.062712
2.035206
2.033169

2.03924
2.068748
0.890597
2.051167
2.048904
0.892449

0.89676
2.036152
2.016067
0.898339
2.018609
0.898923

2.01544
0.898658
0.899208
0.900686
0.900999

2.02066
2.016271




96

MMP14
AC068896.1
POSTN
PIK3R1
ABAT
FAMS83D
RND3
DNALI1
ZNF708
SENP8
LRRC27
MCRS1
ZNF546
STK17B
PTPRC
CD3EAP
PGM?2
KLK13
EIF4E
AC006978.2
ATL3
ZNF785
RNF4
HIST1H4A
ATP8B4
ZNF483
SLC15A2
ITGA4
SLCO1B7
MMP3
TSPOAP1
RBP3
CCDC137
KIAA1109
MRPL12
C3orf62
ATP11B
CLEC2D
STKLD1
Cé6orf201
MBOAT1
TBCC
ZNF727
ACTR2

0.008430378
0.008510832
0.008520947
0.008527204
0.008698006
0.008771624
0.00882861
0.008850109
0.008858611
0.008980742
0.009135509
0.009170558
0.00955368
0.009652936
0.010150746
0.0103048
0.010392633
0.010441426
0.010473006
0.01085613
0.010899882
0.010929105
0.010950619
0.011287463
0.011290218
0.011501686
0.011905717
0.01193875
0.012048653
0.012138792
0.012146813
0.012340492
0.012407466
0.012473078
0.012663275
0.012769476
0.012967229
0.013042097
0.013070185
0.013342244
0.013673283
0.013678211
0.013944683
0.014187998

1.490948
0.668665
1.493479
0.670693

0.67049
1.501333

1.48599
0.671201
0.667843
0.674979
0.669724
1.489017
0.673461
0.676261

0.67156
1.474922
1.478267
0.679794
1.475722
0.676026
1.475219
0.677329
1.477692
1.466971

0.67523
0.673811
0.683812
0.680311
1.461645
1.463095
0.679343
1.464125
1.461385
0.681635
1.465087
0.682876
1.457061
0.686498
0.686114
0.686991
0.688531
0.689492
0.688739
1.459622

1.107656
0.495453
1.107681
0.498041
0.497397
1.107899
1.104757
0.497984
0.493617
0.502613
0.495451
1.103682
0.499422

0.50287
0.495732
1.096052
1.096262
0.505926
1.095477
0.500187
1.093608
0.501756

1.09382
1.090645

0.49833
0.496084
0.508507
0.503826
1.086826
1.086723
0.502183
1.086136
1.085448
0.504637
1.085098
0.505771
1.082736
0.510117

0.50956
0.510277

0.51179
0.513065
0.511633
1.078904

2.006874
0.902432
2.013649
0.903196
0.903818
2.034481

1.99878
0.904669
0.903564
0.906457
0.905299
2.008887
0.908148
0.909437

0.90975
1.984757
1.993387
0.913415
1.987953
0.913681
1.989991
0.914339
1.996283
1.973147
0.914928
0.915212
0.919551
0.918617
1.965731
1.969817
0.919003
1.973659
1.967525
0.920714
1.978142
0.921998
1.960797
0.923865
0.923841
0.924903
0.926307
0.926586
0.927152
1.974687
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FKBP11
SLC25A16
LAMC2
AIG1
TMEM63C
ZNF791
HCCS
DCBLD2
CC2D2B
TWF1
CCDC86
BMT2
EIF3B
COL6AL
RNF38
ASH1L
DOCK4
BCAR3
SIDT2
RNPEPL1
ZNF573
FBX044
MSANTD3
MYL5
GPR1
FUCA1
AMT
SH2B1
GNAI3
ZNF555
G3BP1
UEVLD
FAM76A
RCCD1
SEMA3A
PAK2
SHCBP1
GADD45G
ZDHHC5
PKD2L2
USF3
PIK3CG
KCNQ1
HMGAL

0.014407108
0.014443904
0.014596235
0.015019006
0.015049795
0.015140557
0.015141556
0.015195895
0.015276225

0.01531419

0.01544688
0.015448918
0.016138433
0.016263318
0.016618604
0.017241618
0.017262017
0.017263446
0.017401925
0.017987948
0.018053639
0.018163048
0.018173829
0.018192936
0.018482643
0.018557825
0.018682296
0.018931312
0.018982353
0.019018564
0.019254285
0.019314814
0.019388672
0.019395596
0.019455054
0.019732702

0.01985076
0.020038541
0.020069947

0.02018572
0.020359836
0.020872442
0.021117204
0.021617515

0.691447
0.690428

1.44983
1.445825
0.693964
0.682546
1.455778
1.443953
0.689241
1.447012
1.443025
0.692237
1.449679
1.435498
0.695941
0.696697
0.696874
1.438084

0.69785
1.434694
0.695948
0.697958
1.436967

0.69915
1.430895
0.701452
0.698516
0.697352
1.432882
0.695359
1.431289
1.422635
0.701643

1.42616

1.42294
1.422766

1.43448
0.702255
1.426659
0.703384
0.703276
0.699353
0.704286

1.43105

0.514527
0.513105
1.076108
1.074171
0.516923
0.501525
1.075207
1.073345
0.510245
1.073411
1.072432
0.514005
1.071235
1.068916
0.5173
0.517453
0.517664
1.06636
0.518795
1.063885
0.515332
0.517911
1.063659
0.519491
1.062054
0.522144
0.517983
0.516076
1.060957
0.513259
1.060043
1.058841
0.52133
1.059056
1.058516
1.057783
1.058858
0.521346
1.05738
0.522708
0.522344
0.516347
0.522802
1.053999

0.9292
0.929031
1.953341
1.946068
0.931639
0.928905
1.971053
1.942525

0.93103
1.950645
1.941683
0.932273
1.961819
1.927798
0.936272
0.938031
0.938124
1.939387
0.938704
1.934746
0.939866
0.940596
1.941296
0.940941
1.927832
0.942335
0.941971
0.942304
1.935187
0.942068
1.932554
1.911422
0.944321
1.920514
1.912828
1.913685
1.943353
0.945941
1.924905
0.946512
0.946881
0.947219
0.948768
1.942984
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LOX
AL139353.1
GAL
AGPS
CAMK2N1
DOPEY1
MBTPS2
ZNF780B
NUP54
ZNF136
UBR?2
CCDC30
KMT2C
HECTD3
GARS
ADAM10
HIST1H2BD
HS3ST3A1
IL23A
CCNT2
ABCC6
RBPMS
MRM3
PRRT1
PIK3CB
LMNB2
ZNF490
PRKAR2A
NUDCD1
SYS1
SLC30A7
SGF29
VAMP2
DNAH1
PDCDG6IP
KCTD5
SLC8Al
NCS1
DXO
AC007998.2
ZNF248
MBTD1
WBP2
CCDC189

0.021633183
0.021633986
0.021899339
0.022103124

0.02236196
0.022365018
0.022516107
0.022532589
0.022638929

0.02266763
0.022904201
0.022975532
0.022985572

0.02306086
0.023092995
0.023126123
0.023215724
0.023252947
0.023284568
0.023305414
0.024221058
0.024514119
0.024586471
0.024612318
0.024774427
0.024815033
0.024975294
0.025105901
0.025185392
0.025306423
0.026029903
0.026094023
0.026475231
0.027008952
0.027157398

0.02716929
0.027659934
0.027668954
0.028379507
0.028643001
0.029224948
0.029353927
0.029391001

0.02941848

1.420348
0.708184
1.415588
1.427389
1.411609
0.705574
1.414646
0.707965
1.413963
0.704824
0.707346
0.707524
0.709173
0.708958
1.418131
1.416747

1.40976
1.408227
1.410638
0.707848
0.709701
0.710141
1.409103

1.40455
1.403354
1.403592
0.712058
0.712744
1.424505
0.714983
1.399735
0.713092
0.715022
0.711272
1.394483
1.400458
0.716181
1.395081
0.717447

1.39521

0.71869
0.716773
0.720247
0.717561

1.052801
0.527552
1.051652
1.052425
1.050146
0.523094
1.050107
0.526198
1.049752
0.521708
0.524914
0.525078
0.527348
0.526964
1.049133
1.048916
1.048003
1.047764
1.047937
0.52515
0.52669
0.526978
1.0449
1.044411
1.043949
1.043885
0.529141
0.529955
1.045017
0.532866
1.040976
0.529386
0.531686
0.525889
1.038234
1.038711
0.53209
1.037268
0.533144
1.035371
0.534059
0.531231
0.536095
0.532277

1.916209
0.950664
1.905467
1.935947
1.897491
0.951713
1.905731
0.952522
1.904538
0.952212
0.953182
0.953363
0.953691
0.953806
1.916911
1.913568
1.89639
1.8927
1.898874
0.954106
0.956303
0.956966
1.900249
1.888872
1.886491
1.887249
0.958207
0.958578
1.941802
0.959341
1.882136
0.960546
0.961577
0.962005
1.872973
1.888189
0.963963
1.876326
0.96546
1.88011
0.967151
0.967121
0.967656
0.967342
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PRPF4B
ZNF852
METTL9
SETD1B
VPS13D
ACTG1
ZC3H6
LARGE2
LIME1
EIF4H
ING4
RHOC
FBN3
HIST1H4H
TGFBR2
DMAP1
HIST4H4
VAMP1
CCDC18
KLK12
SYNE1
SDR42E1
CAMTA2
HMBOX1
RASAL2
IRS1
JOSD2
LHFPL2
ARPC1A
RTCA
SMARCAL1
SLC2A11
SCLT1
ZNF641
ZNF10
GK3P
DNAJC2
TNPO3
CRY2
SH3GL1
FAM13B
ENPP5
DDX52
NAIP

0.029485865

0.02956018
0.029622033
0.029667731

0.02967594
0.029853389
0.029892311
0.029950798
0.030137232
0.030402524
0.030429277

0.03091993
0.030992827
0.031149775
0.031209527
0.031414215
0.031432029
0.031544318
0.032036293
0.032393947

0.03247085
0.032557328
0.032569332
0.032576304
0.032584254
0.032778965
0.032784416
0.033410336
0.033438713
0.033886629
0.034015852
0.034112028
0.034168031
0.034296696
0.034618937
0.034694769
0.034864303
0.034879148
0.035184048
0.035253128
0.035409692

0.03602582
0.036177763
0.036300179

0.716299
0.7158
1.395829
0.718829
0.719787
1.389051
0.721661
0.720184
1.390177
1.393542
0.719637
1.387569
0.722332
1.386461
0.722784
0.721699
0.722537
0.721977
1.381272
0.72575
0.72302
0.724487
0.720746
0.720283
1.383886
1.380474
1.378529
1.384782
1.381302
1.378702
1.392716
0.726168
1.374132
0.725214
0.72642
1.38032
1.3802
1.376585
0.725751
1.3752
0.727231
0.726805
1.382301
0.723014

0.530434
0.529658
1.033536
0.533822
0.535167
1.032605
0.537611
0.535462
1.032156
1.031899
0.534228

1.03053
0.537511
1.030036
0.537949
0.536215
0.537389
0.536488
1.028108
0.541074

0.53711
0.539122
0.533787
0.533124
1.027305
1.026755
1.026627
1.025912

1.02566
1.024742
1.025304
0.540118

1.02401
0.538587
0.540028

1.02346
1.023167
1.022952
0.538572
1.022258
0.540496
0.539348
1.021076

0.53368

0.967293
0.967359
1.885119
0.967954
0.968096
1.868538
0.968721

0.96863
1.872384
1.881928
0.969394
1.868309
0.970703

1.86622
0.971127
0.971344
0.971475
0.971598

1.85575
0.973458
0.973278
0.973586
0.973188
0.973148
1.864238

1.85605
1.851054
1.869186
1.860261
1.854925
1.891787
0.976306
1.843965
0.976509
0.977146
1.861611
1.861818
1.852469
0.977985
1.849999
0.978481
0.979414
1.871317
0.979518
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SNAI1
CAPN12
CHMP2B
HERC1
ARIH20S
MIF
SENP3
CD99L2
LHX8
AK9
COL1A1
UBAG
LTBP1
PRR11
KIAA0895L
EMP3
SWT1
CARM1
HRAS
TCP11L2
SARM1
TXNDC5
NEKS
PLEKHM3
POLR2H
FAM219B
MZT2A
PDLIM5
MTBP
RLIM
LATS2
PHKB
FMC1
GRAMD2
TMEM158
SAPCD2
FAN1
ZNF678
FAM186B
KSR2
ZNF441
PARS2
CLASP2
ANKDD1B

0.036580549
0.036694986
0.037124074
0.037357032

0.03848863
0.038607668
0.038637679

0.03864515
0.038700916
0.038859661
0.039168366
0.039218253
0.039514453

0.04019588
0.040610868
0.040773029
0.041199111
0.041233319
0.041864242
0.042440385
0.043076314
0.043140802
0.043216517
0.043934284

0.04403208
0.044184061
0.044199827
0.044287196
0.044418098
0.044788618
0.044811035
0.044851421
0.044899212
0.045235539
0.045590749
0.045658799
0.046046774
0.046586176
0.046589028
0.046839276
0.046852039

0.04697279
0.047478346
0.047735123

1.371187
0.727814
1.369401
0.728432
0.733084
1.372889
1.367621
0.732585
1.366526
0.732215
1.365957
1.368441
1.363256
1.369012
0.731646
1.363438

0.73454
1.358917
1.363308
0.732835
0.735009
0.736143
0.735065
0.736085
1.355573
0.738257
1.354661
1.354086
1.357399
1.354622
1.352018
0.740031
0.739327
0.738691
1.357334
1.353014
0.738846
0.739172
0.740449
0.738777
0.738956
0.739895
0.741762
0.740033

1.019895
0.540223
1.018944
0.540548
0.546326
1.016745
1.016494
0.545472
1.016353
0.544759
1.015612
1.015627
1.014986
1.014147
0.542503
1.013097
0.546239
1.012277
1.011473
0.542771
0.545443
0.547051
0.545416
0.546351
1.008164
0.549346
1.00791
1.007776
1.007654
1.007084
1.007008
0.551446
0.550373
0.549182
1.006009
1.005852
0.5488
0.548877
0.550758
0.548106
0.54836
0.549655
0.552042
0.549296

1.843477
0.980547
1.840393
0.981621
0.983684
1.853782
1.840039
0.983883
1.837347
0.984177
1.837156
1.843817
1.831028
1.84805
0.986733
1.834933
0.987751
1.824259
1.837526
0.989454
0.990457
0.990596
0.990658
0.991707
1.822697
0.992133
1.820704
1.819401
1.828537
1.822094
1.815232
0.993108
0.993152
0.993593
1.831352
1.819996
0.994704
0.995442
0.995472
0.995777
0.995797
0.995977
0.996683
0.997
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BTBD18
WDR6
NICN1
GOLGAG6L9
LACTB2
AP002495.2
SNTA1
DFFB
ZNF589
ADAM12
LYPD3
FAM136A
NDST2
FITM1
DMXL1
TAF15
REV3L
FSCN1
APPL1
ABCA5
FPGS
CTSH
CRELD1
UTP15
C120rf29
CHCHD3
REV1
SDCBP
EPC2
KBTBD2
RBL2
C5orf56
ENDOG
RPF2
KLK11
SIRT4
CD109
GGA2
HPRT1
GMFB
COL11AL
NRBP1
GOLGASN
ITGAV

0.047846146
0.047945217
0.048112861
0.048308786
0.048444927
0.048595772
0.048627577
0.04878525
0.04881131
0.048907221
0.049262401
0.049925352
0.04992818
0.050806178
0.050944603
0.051046407
0.051190747
0.051231321
0.051277786
0.051286096
0.051443441
0.051955226
0.052105902
0.052304708
0.052520819
0.053029836
0.0530703
0.053117995
0.053354367
0.053638129
0.054300271
0.054377049
0.054446119
0.054685944
0.055083022
0.055376299
0.055377339
0.055433149
0.055457017
0.055872458
0.05594504
0.056234493
0.056834666
0.057246624

0.738532
0.740702
0.739949
0.740895
1.347866

0.74302
0.740815
0.740184
0.740487
1.350173
1.356622
1.347108
0.740146
0.742579
0.745494
1.341594
0.743697
1.346506
0.745064
0.742869
0.746318
0.745593
0.746251
1.341458
1.346512
1.348181
0.745423
1.340124

0.74636
1.342687
0.746921
0.742783
0.748656

1.34098
0.747853
0.748604
1.338907

0.74528
1.338217
1.340048
1.338766

1.33713
0.749294

1.33574

0.546999
0.550131
0.548895
0.55015
1.002041
0.55309
0.5498
0.548752
0.54918
1.001439
1.000985
1.000097
0.547868
0.550848
0.555092
0.998664
0.552239
0.99841
0.554214
0.550939
0.55597
0.554529
0.555406
0.997076
0.996764
0.996103
0.553499
0.996071
0.554703
0.995397
0.554894
0.548653
0.5574
0.994123
0.555759
0.55669
0.993311
0.551662
0.993226
0.992689
0.992625
0.992307
0.556749
0.991127

0.997129
0.997289
0.997503
0.997773
1.813043
0.998171
0.998194
0.998398
0.998435
1.820348
1.838613
1.814524
0.999906
1.001044
1.001207
1.802283
1.001533
1.815965
1.001634
1.001661
1.001835
1.002489
1.002672
1.804787

1.81898
1.824702
1.003898
1.803015
1.004237
1.811146
1.005402
1.005602
1.005538
1.808859
1.006343

1.00668
1.804746
1.006853

1.80304
1.808954
1.805613
1.801778
1.008428
1.800174
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UQCC3
DDO
HMGA2
ULK3
RFX8
FAT4
FRS3
OGT
ZMAT1
LYAR
PABPCIL
SIKE1
POLK
MASP2
PLIN3
COL1A2
ANP32B
HIST2H2AB
FAM107B
ZEB2
RUFY3
SGSH
MTPN
TECPR1
BSDC1
SLC27A4
MFN2
SSBP3
ZNF76
ZC3H12C
GDF10
SPOCK3
MVK
TTLL2
CUL9
TPBG
LYPD5
LRCH1
RNF11
HIST1H3]
PDZD9
TSSK4
EXOSC5
ACTN1

0.057468954
0.057859826
0.057879666
0.05843188
0.058719882
0.058988262
0.059030301
0.059145794
0.059867251
0.060924662
0.061325192
0.061620141
0.06215806
0.062277794
0.062389016
0.062389427
0.062408759
0.062576019
0.062720608
0.062915056
0.063359734
0.063645596
0.063934497
0.06398993
0.064147057
0.064242817
0.064427741
0.064453338
0.064481808
0.064611743
0.064622575
0.065053892
0.06506643
0.065396188
0.065726755
0.0657479
0.065961702
0.066003441
0.066461759
0.066698609
0.066902982
0.067072218
0.067184794
0.067340865

1.334042
0.751397
1.331765
0.751424
1.331596
0.750685
0.751052
0.743835
0.749931
1.337043

0.75264
1.324657
0.754353
0.753471
1.325895
1.323759
1.325734
1.323728
1.325015
0.751363

0.75288
0.755945
1.331397
0.755294
0.757182
1.322692
0.757349
0.755661
0.756483
1.322051
0.755783
1.322749

0.75718
0.753015
0.751852
1.319172
1.323037
1.320043

0.75806
1.319259
0.759513
0.755692

1.31951
1.316782

0.990903
0.559246
0.990475
0.558911
0.989499
0.557426
0.557954
0.547006
0.555711
0.986771
0.558877
0.986412
0.560954
0.559534
0.985507
0.985589
0.985491
0.985383
0.985172

0.55592
0.557946
0.562445
0.983555
0.561234
0.564028
0.983591
0.564109
0.561505
0.562747
0.983217
0.561587
0.982704
0.563453
0.556873
0.554892
0.982124
0.981705
0.981807
0.563943
0.981102
0.565911
0.559931
0.980571

0.98055

1.796006

1.00957
1.790655
1.010249
1.791964
1.010946
1.010977
1.011491

1.01203

1.81165

1.01358
1.778887

1.01443
1.014629
1.783849
1.777959
1.783447
1.778248
1.782089
1.015517
1.015919
1.016014
1.802255
1.016454
1.016484
1.778701
1.016786

1.01695
1.016916
1.777654
1.017132

1.78046
1.017516
1.018243
1.018722

1.77189
1.783048
1.774802
1.018994
1.773968
1.019347
1.019894
1.775605

1.76831
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KIAA0895
ZBTB38
SELENOP
ATGS
ASB14
SLC16A11
KPNAS5
CDH3
KIF27
FBX048
PHF1
SCNM1
CTDNEP1
PICALM
SLC35F2
CORO1C
HNRNPD
PRPF31
UGGT2
HOMER1
PATE4
SLC25A32
TUBAI1B
ATATI1
IL11RA
FHL2
COL6A2
POLL
CAST
CRTC1
RELA
ZNF333
STXBP5
ZNF185
PGP
ARNTL2
SLC30A1
SLC26A11
FKBP10
GABPA
AFAP1
RPS6KB2
ETFB
ATXN1

0.067400396
0.067427632
0.067463454
0.067929131
0.068175873
0.068589398
0.068777957
0.068855982
0.068885508
0.068928085
0.068944505
0.068997564
0.069026519
0.069182278
0.069325938
0.069446663
0.069678076
0.069883261
0.069909377
0.070246917
0.070316467
0.070456404
0.070468737
0.070532013

0.07082363
0.070892553
0.070935245
0.071043198
0.071174655
0.071463345
0.071560115
0.071591523
0.071986784
0.072624437
0.073004896
0.073204192
0.073238692
0.073634753
0.073791329
0.074056072
0.074355254
0.074892724

0.07507067
0.075496662

1.315306
1.318105
0.757149
1.319391
0.758095

0.75983
0.760254
1.315359
0.759373

0.76083
0.754234
1.316988
1.318139
1.320798
1.320364
1.317701
1.316363
1.313684
1.317127
1.314792

1.31404
1.317096
1.321255
0.759987
0.755914
1.312579

1.31085
0.760851
1.312889
0.757772
1.312685
0.758206
1.313219
1.313309
1.313272
1.320798

1.31284
0.763435
1.310689
1.309392
1.308139
0.765165
1.306555
0.764419

0.980566
0.980388
0.561929
0.979787
0.562951
0.565377
0.565918

0.97904
0.564493
0.566719

0.55655
0.978798
0.978701
0.978383
0.978257
0.978287
0.978125
0.978073
0.977838

0.97763
0.977605
0.977271
0.977001
0.564454
0.557992
0.977105
0.977171
0.565487
0.976797
0.560474
0.976417
0.561068
0.975947
0.975293

0.97491
0.974185
0.974703
0.567979
0.974299
0.974128
0.973922
0.569952
0.973333
0.568437

1.764317
1.772156

1.02019
1.776703
1.020885
1.021162
1.021324
1.767211
1.021532
1.021427
1.022135
1.772027
1.775302
1.783052

1.78211
1.774874
1.771564
1.764454
1.774141
1.768233
1.766257
1.775088

1.78681
1.023256
1.024038
1.763233
1.758472
1.023709
1.764623
1.024523
1.764762
1.024611
1.767047
1.768476

1.76907
1.790736
1.768281
1.026152
1.763222
1.760043
1.757047
1.027241
1.753857
1.027971




104

TMEMb59L
DGKE
FBXL8
GTF2A1
ZNF510
SPDYE1
COL5A3
ZNF564
TTC39B
ZNF662
NAMPT
OTUD3
ZNF436
GPRIN2
ZYX
CD80
PIKFYVE
TCEANC
BAZ2B
SENP7
ZNF14
YDJC
CNPY3
METTL25
XPOT
RPL18
GAS2L1
TOR1AIP1
MAP4K4
CYP4Al1l
AIP
LRRC58
BACH1
SEC11C
MEAF6
PRPF19
WSB1
MGMT
C180rf32
RAPGEF5
MMP24-AS1
CD226
SPIN3
SYDE2

0.07562022
0.075692923
0.076227428
0.076441858
0.076848908
0.076916153
0.077670371
0.078000576

0.07812231
0.078213372
0.078799121
0.079485575
0.079658387
0.079816796
0.079923068
0.079973877
0.079982459
0.080122694
0.080339225
0.080953359
0.081107976
0.081306876
0.081339525
0.081393586

0.08155167
0.081584706
0.081643091
0.081762211
0.081832361
0.081857088
0.082173796
0.082213478
0.082530113
0.082545517
0.082610573
0.082866803
0.083168034
0.083632359
0.083945388
0.083945912
0.084027766
0.084620539
0.084659488
0.084964377

0.765414
0.764931
0.764328
1.306764
0.765889
1.305464
1.303001
0.766292
0.763824
0.766664

1.30346
0.766945
0.768138
0.762968
1.299692
0.765926
0.767799
0.763876
0.767164
0.767192
0.768496
1.304168
0.768848
0.769167
1.300764
1.298305

1.30012
0.769721
1.301218
0.766704
0.770011
1.300058
1.299433
0.767821
0.770413
1.303715
0.768787
0.771605
0.771349
0.768377
0.771109
0.767118
0.769377
0.770792

0.569923
0.569124
0.567874
0.971972
0.569964
0.971613
0.971085
0.569941
0.566001
0.570405
0.969963
0.570129
0.571913
0.5637
0.969224
0.568251
0.571197
0.564948
0.569995
0.569696
0.571667
0.967509
0.572094
0.57257
0.967593
0.967792
0.967568
0.573242
0.967287
0.568423
0.573474
0.96704
0.966804
0.569803
0.573871
0.966077
0.570986
0.575203
0.574625
0.569909
0.574199
0.567547
0.571103
0.573184

1.027962
1.028104
1.028745
1.756874
1.029164
1.754027
1.748366
1.030288
1.030787

1.03045
1.751623
1.031704

1.03169
1.032679
1.742838
1.032365
1.032072
1.032849
1.032536
1.033154
1.033094
1.757972
1.033268
1.033268
1.748656
1.741693

1.74697
1.033543
1.750428
1.034151
1.033904
1.747756
1.746502
1.034654
1.034269
1.759356
1.035109
1.035069
1.035422
1.035959
1.035547
1.036865
1.036487
1.036527
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HELZ
MSH3
MACF1
SLC35A4
NPRL2
UBE2R2
DNAJB6
MTFR1L
PIGL
HIST1H2BC
ANO9
EIF2S2
SSR4
NRAS
FAAP20
Cé6orf223
MALL
RGL4

STX16-NPEPL1

HIST1IH2AL
ZNF138
GPRASP2
BMP2K
HIST1H3D
KDELC2
TTC21B
DPY19L4
ZNF653
SLC25A40
SLC35F6
DCLRE1B
ZNF106
PGM1
NIPSNAP3B
ZFYVE27
SAMD9
DDX60
IRAK1
MSS51
SPATAGL
HIST1H2BO
PSMG3
ZNF714
AC012651.1

0.08498287
0.085106695
0.085149568
0.085499729

0.08557609
0.085902209
0.086514776
0.087204585
0.087255723
0.087268329
0.087292642
0.087544608
0.087576639
0.088743519
0.089059693
0.089128271
0.089182119
0.089420504
0.089567158
0.089707988

0.08976758
0.090129206
0.090358122
0.090459875
0.090856917
0.090882744
0.091386954
0.091646198
0.091660962
0.091775215

0.09193417
0.093058248
0.093064301
0.093270387
0.093437359
0.093550421
0.093693171
0.093722312
0.093996892
0.094368957
0.094829614
0.095194653
0.095890729
0.095940407

0.771446
1.296506
0.770131
1.298599
0.771291
1.296245
1.296679
0.773132
0.772092
1.294369
0.770971
1.294449

0.77381
1.295863
1.291559
1.291943
0.774373
0.771447
0.769874
1.292674
1.291727
0.775118
0.772954
1.291231
1.294562
0.773433
1.291456
1.291155
1.291031
1.292493
1.291135
0.774546
1.291474
0.775647
0.775332
1.287194
1.289441
1.285779
0.775812
0.777203
1.288097
1.286844

0.77686

0.77514

0.574213
0.964718
0.572033
0.964142
0.573644
0.964019
0.963416
0.575702
0.574014
0.962983
0.572207
0.962726
0.576586

0.96149
0.961694

0.96159
0.576632
0.571823
0.569235
0.960991
0.961047
0.577324
0.573733
0.960493

0.95975
0.574222

0.95965
0.959459

0.95946
0.959184
0.959208
0.574863
0.958177
0.576525
0.575929
0.958289
0.957883
0.958319
0.576411
0.578464
0.957072

0.95692
0.577121
0.574318

1.036425
1.742405
1.036833
1.749078
1.037036
1.742965
1.745224
1.038269
1.038523
1.739793

1.03878
1.740472
1.038495

1.74652
1.734569
1.735788
1.039925

1.04076
1.041231
1.738837
1.736189
1.040676
1.041352
1.735856
1.746176
1.041755
1.737987
1.737522
1.737187
1.741624
1.737921

1.04359
1.740706
1.043543
1.043772
1.728986
1.735764
1.725133
1.044191
1.044221
1.733615
1.730516
1.045726
1.046183
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ASAP1
SUSD6
ZNF276
CIRBP
STEAP2
MCCC1
SDR39U1
UFSP1
C7orf49
ZNF182
PCF11
FKBP2
TUBB6
LGALS8
PRR19
PYGL
ZNF280D
ZNF23
SLC25A14
ZNF75D
RAB27B
DCP1A
ZMAT3
LIMK1
SNCAIP
STXBP2
AC134669.2
RAB11FIP5
TMEM41A
FAS
GGT7
ZNF414
KLF16
FGL2
TMEM127
ZNF540
SOCSs4
GSK3B
PUST7L
DEXI
METTL3
KIFC2
ZNF253
ZNF44

0.095990489
0.096052409
0.096711009
0.096946966
0.097058305

0.09723178
0.097388635
0.098774206
0.098918717
0.099733694
0.100092859
0.100161813
0.100378788
0.101046508
0.101061123
0.101367264
0.101670838
0.101766128
0.101832292
0.101888958
0.102030433
0.102145279
0.102329193
0.102351039
0.102404659
0.102771696
0.102887655
0.102937862
0.104085109
0.104620299
0.104685212
0.104763629

0.10498325
0.105102286
0.105780169
0.105894223
0.106837994
0.106963267
0.107202234
0.107216031

0.10726957
0.108077802
0.108142968
0.108597082

1.286315
0.776983
0.776862
0.77772
1.283976
0.77934
0.7779
0.778613
1.283345
0.772055
0.778683
1.283158
1.280415
0.780917
1.280815
1.284938
0.780255
0.780288
0.775727
0.773564
1.278108
0.780103
0.782869
1.280656
0.781735
0.782157
0.780041
1.280112
1.277008
0.783288
0.783684
0.783009
1.275403
0.780277
1.276072
0.776605
1.274134
1.276172
1.273385
0.785209
0.783481
0.784066
0.784729
0.782182

0.956309
0.577238
0.576702

0.57797
0.955715
0.580454
0.578035
0.578485
0.954237
0.567385
0.577928
0.953224
0.953436
0.581087
0.952814
0.951961
0.579692
0.579698
0.572243
0.568713
0.952415
0.579204

0.58364
0.951774
0.581743

0.58225
0.578732
0.951373
0.950909
0.583187
0.583805
0.582657
0.950432
0.578009
0.949686
0.571618
0.949147

0.94872
0.948978
0.585072
0.582195
0.582764
0.583826
0.579404

1.730201
1.045848
1.046492
1.046504
1.724986
1.046373
1.046871
1.047976

1.72596
1.050554
1.049175
1.727292

1.71953
1.049466
1.721729
1.734385
1.050209
1.050287
1.051568
1.052203
1.715177
1.050683
1.050108
1.723183

1.05048
1.050698
1.051377
1.722443
1.714939
1.052047
1.051995
1.052253
1.711488
1.053327

1.71463
1.055102
1.710395
1.716644

1.70869
1.053806
1.054357
1.054904
1.054766
1.055928
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AP3B1
FBX022
KRBOX4
MRI1
ANGPTL5
KIF1B
AL365205.1
ATP6V1G2
RPA4
SPATAS
FAM3C
CTHRC1
ZNF821
IGF2BP2
HIST1H4D
SHMT?2
CALCOCO1
UBC
MRPL21
MEF2C
ASB16
ITSN1
HES4
SSPN
VPS8
RPS6KA4
TMTC3
HIST1H4E
SMIM18
C6orf163
ZNFA417
INCA1
HACD3
OSTN
SLMAP
SUGP1
NISCH
UVSSA
MAN2C1
TRABD
MPL
ZNF83
ARL13B
RABL2A

0.108782694
0.108852082
0.108858686

0.10886616
0.108946593
0.109020648

0.10916089
0.109409858
0.110453528
0.110547469
0.110926645
0.111230052
0.111431242
0.111889706
0.112154758
0.112207096
0.113243335
0.113456565
0.113944221
0.114467788
0.114514496
0.114751853
0.114986755
0.115229306
0.115356447
0.115369051
0.115482368

0.11593413
0.116495394
0.116559332
0.116688399

0.11683517
0.117133668
0.117623477
0.117856347
0.117924097
0.118005995
0.118323936
0.118817917
0.118928003
0.118956452
0.119826237

0.12039376
0.120970036

1.272558
1.275894
0.784494
0.785277
0.786284
0.786037
0.785446
0.785014
1.272452
1.277582
1.272238
1.272353
0.785609
1.271343
1.270978
1.271874
0.787358
1.270493
1.269477
0.788491
0.788613
1.266935
1.267543
1.268356
1.26934
1.266797
1.274032
1.266169
1.26782
1.266468
0.785106
0.78856
1.267037
1.2649
1.265708
0.788432
0.788195
0.790328
0.790062
0.791242
0.789644
0.790299
0.792291
0.791429

0.947861
0.947255
0.583088
0.584379
0.586006
0.585561
0.584514
0.583678
0.946563

0.94562
0.946228

0.94597

0.58368
0.945628
0.945484
0.945288

0.58571
0.944557

0.94436
0.587013
0.587193
0.944196
0.943906
0.943572
0.943296
0.943749
0.942346
0.943433
0.942701
0.942902
0.580311
0.585998
0.942359
0.942388
0.942059
0.585267
0.584832
0.588256
0.587576
0.589506
0.586808
0.587499
0.590585
0.588862

1.708481
1.718551
1.055469
1.055242
1.055011
1.05515
1.055451
1.0558
1.710541
1.726081
1.710571
1.711346
1.057397
1.70925
1.708526
1.711293
1.058428
1.708897
1.706522
1.059123
1.059124
1.699991
1.702146
1.704931
1.70808
1.700425
1.722466
1.699308
1.705068
1.701069
1.062176
1.06114
1.703579
1.697784
1.700547
1.062121
1.062273
1.061815
1.062328
1.062015
1.062591
1.063105
1.062887
1.063678
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DIP2B
CARF
NEIL1
TSPYL2
AL353588.1
TET2
CES4A
ARHGAP10
COL5A1
NRL
VCL
MYCBP2
TLR4
PINK1
AVL9
ACTRS8
SCRN2
ANTXR2
ACAD11
KRBA2
MRPL27
PET100
APH1B
PCP2
CLHC1
PICK1
ANKRD13D
CC2D1A
ZNF557
SUMO3
TTC32
FAM196B
JPT1
ABCF2
PNISR
MRS2
PCGF1
ZNF345
BRCA2
C190rf18
ACTR3
OR5K2
NPIPAL
KCNS2

0.121003458
0.121109985
0.121808901
0.121817077
0.122143005
0.122148125

0.12233639
0.122438401
0.122611999
0.122652103
0.122857848
0.123040924
0.123088996
0.123278623
0.123974649
0.124098363
0.124232539
0.124737312
0.125243491
0.125366045
0.125903796
0.126093274

0.12658575
0.126714316
0.127273356
0.127649748
0.127849052

0.12797372
0.128150306
0.128388968
0.128664781
0.128968692
0.129018133
0.129450916
0.130021089
0.130083616
0.130108921
0.130195583
0.130316073
0.130349623
0.130562202
0.130823601
0.130846064
0.131807993

1.267792
0.791402
0.791457
0.78914
0.791745
0.791538
0.791636
1.262878
1.26258
0.791285
1.262947
0.792806
0.791766
0.793604
1.2616
0.793991
0.793284
1.260314
0.791663
0.79334
1.258268
0.794918
0.79529
0.793133
0.794171
0.794618
0.795229
0.791101
0.79093
1.259227
0.79557
1.257057
1.257339
1.258637
0.793038
0.796307
0.797416
0.796139
1.257964
0.795542
1.255431
1.255383
0.79566
0.795365

0.939275
0.588751
0.588517
0.584615
0.588846
0.588495
0.588572
0.93917
0.9391
0.587833
0.938844
0.59022
0.588442
0.59146
0.938289
0.591736
0.590476
0.93799
0.587264
0.590046
0.937561
0.59239
0.592795
0.589073
0.590576
0.591163
0.592113
0.585048
0.584677
0.935548
0.59232
0.935596
0.935499
0.934904
0.587389
0.592931
0.594816
0.592593
0.934424
0.591503
0.934805
0.934628
0.591478
0.590536

1.711208
1.063806
1.064377
1.065217
1.064556
1.064635
1.064759
1.698159
1.697484
1.065153
1.698935
1.064927
1.065346
1.064836
1.696316
1.065377
1.06575
1.693398
1.067203
1.066677
1.688677
1.066688
1.066955
1.067882
1.067952
1.068092
1.068022
1.069725
1.069941
1.694891
1.068563
1.688969
1.689901
1.694469
1.070686
1.069441
1.069024
1.0696
1.693529
1.069964
1.686026
1.686219
1.070326
1.071239
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LSM4
TBC1D17
TCF19
STRADA
PANX1
MBLAC1
PALLD
NR2C2
PRKD3
NCK1
MZT2B
MTMRS8
PPP3CA
HAGH
LLGL2
AKAPSL
PLAU
ZNF292
CCDC121
ALKBH4
ALX3
GPR34
PTPN22
PTBP2
ZDHHC21
LAMTOR4
SPHK1
VTI1B
UBE2Z
ZNF625
RNF44
JMID7-PLA2G4B
CXCR2
PEX16
MICAL1
RAB11B
STXBP4
PSMC2
UBXN11
ABHDI14A
CARDS
SAC3D1
STAM2
TUBA1C

0.131891538
0.132032814
0.132043057
0.132258553
0.132507992
0.133129273
0.133187196
0.133477748
0.133609263
0.133808539

0.13393999
0.134056491
0.134083108

0.13440641

0.13454652
0.134584094
0.134736435
0.135036073
0.135152573
0.135174898

0.13547616
0.135599008
0.136184706
0.136370793
0.136440957
0.136708102
0.136858377
0.137251307
0.137490607
0.137940193
0.137995855
0.138327734
0.138992734
0.139569581
0.140152273
0.140421478
0.140484451

0.14066943
0.141258721
0.141298669
0.141361999
0.141602867
0.141626657
0.142652175

1.255001
0.795294
1.258064
0.796317
1.261125
1.255581
1.255789
0.796999

0.79822
1.253868

1.25424
0.793038
1.253421
0.798017
0.798604
0.797091
1.252033
0.798458
0.798393
0.796186
0.799645
0.794504
0.797405
0.799241
0.798776

0.79978
1.252247

1.25064
1.251249

0.79843
1.249632
0.798573
0.798288
0.800482
0.799833
0.800632
0.801427
1.251301
0.800043
0.800013
0.798444
1.247267
0.802308
1.250584

0.933949
0.590314
0.933156
0.59196
0.932134
0.932935
0.932846
0.592576
0.594611
0.932841
0.932663
0.58554
0.932749
0.593904
0.59485
0.592233
0.932607
0.594378
0.594215
0.590414
0.596225
0.587343
0.59205
0.595129
0.594295
0.595908
0.931064
0.931169
0.930857
0.593027
0.93089
0.5931
0.592312
0.595846
0.594464
0.595728
0.597079
0.928623
0.594336
0.594266
0.591523
0.928972
0.598105
0.927421

1.686417
1.071453
1.696099
1.071223
1.706231
1.689812
1.690533
1.071944
1.071548
1.685374
1.686695
1.074065
1.684338

1.07228

1.07215

1.07281
1.680864
1.072608
1.072729
1.073674
1.072466
1.074734
1.073986
1.073358
1.073612
1.073401
1.684226
1.679717
1.681917
1.074976
1.677514
1.075228
1.075892
1.075397
1.076151
1.076014
1.075712
1.686104
1.076948
1.076994
1.077748
1.674619
1.076229
1.686354
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CYLD
BRI3
MAP2K2
NUBP2
Cl6orf58
TTBK2
CDA
MAGEH1
MGA
CCNL2
GNGT1
UBE2D1
C200rf96
METTL17
RELB
BSG
TRPM7
NME3
ZGPAT
GPR87
CHRM2
MRNIP
MTR
RING1
CALU
KIDINS220
BRMS1
C8orf37
ZNF680
CENPL
TBX6
CRTC2
VASP
PARP8
CLLU1
CRLF1
MRPL53
SEMA3C
ZNF133
WASHC4
DYNC2H1
RSPH6A
TMEM176A
CEP95

0.142785095
0.143047942
0.143635354
0.143858138
0.144203518
0.144823582
0.144881464
0.144979901
0.145010761
0.145845277
0.145964004
0.146041882
0.147373614
0.148005301
0.149077758

0.15005794
0.150128408
0.150437907
0.150795679
0.150981687
0.151169644
0.151236302
0.151948986
0.152320517
0.152533679
0.153305907
0.153539311
0.153775865

0.15378802
0.154497598

0.15503703
0.155273037
0.155338629
0.155786219

0.15604696
0.156192858
0.156399772
0.156683048
0.156928963
0.156957891
0.156970196
0.157032348
0.157107638
0.157175998

0.799222
1.250101
1.245131
0.803127
0.802908
0.802873
1.251233
0.795409
0.803246
0.802157
1.244289
1.246316
0.802825
0.804256
1.241232
1.243683
0.803696
0.806185

0.80418
1.243532
0.806723

0.80377
0.806557

0.80649
1.243665

0.80716
1.240215
1.240908
0.806718

1.24149
1.238661
0.806491
1.237148
0.807871
0.807074
0.807772
1.237178
1.239745
0.805759
1.238811
0.807687
0.805459
0.809062
0.806273

0.592236
0.927267
0.928118

0.59855
0.598015
0.597682

0.92571
0.584669
0.598252
0.595985
0.926752
0.926174
0.596481
0.598709
0.925462
0.924148
0.596802
0.601044
0.597361
0.923567
0.601676

0.59645
0.601047
0.600768
0.922488
0.601527
0.922769
0.922419
0.600539
0.921777
0.922213
0.599497
0.922442
0.601721
0.600197
0.601371
0.921738

0.92082

0.59749
0.920905
0.600888
0.596915
0.603271
0.598292

1.07855
1.685332
1.670426
1.077626

1.078
1.078507
1.691226

1.08211
1.078483
1.079651
1.670625
1.677117
1.080551
1.080369
1.664743
1.673702
1.082313
1.081343
1.082603
1.674346
1.081649
1.083152
1.082335
1.082658
1.676664
1.083089
1.666868
1.669365
1.083684
1.672093
1.663696
1.084955

1.65922
1.084648
1.085259
1.085014
1.660569

1.66913
1.086625

1.66646
1.085659
1.086862
1.085054
1.086552
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CBX7
SMG9
SNX3
NT5DC2
NUDT14
PHF21A
DNAJC13
ANKRD12
C19orf24
GJA5
FAM160A1
EDIL3
PTTGLIP
ZNF814
SPSB3
SHARPIN
CCNK
ZCRB1
ZNF517
MTF1
WBP11
MRPS34
LIN7B
ZBTB44
ADATI1
CAl
Clorf210
ADCY9
NBAS
RBMS1
MYQ9A
BUD23
RNF167
CGNL1
SH3GLB1
PLOD3
SP2
DENND4A
CLDN7
TBCEL
LRRC26
TSSK3
NUMBL
SLC12A6

0.157326101
0.157396308
0.157401711
0.157468863
0.157922878
0.158423071
0.158637176
0.158796291
0.159250244
0.15954226
0.159566017
0.1608356
0.161064667
0.161934743
0.161937625
0.162018523
0.162119303
0.162463996
0.162756307
0.16298677
0.163951132
0.164050038
0.164169364
0.164224586
0.164471293
0.16572413
0.165916588
0.166071833
0.166147834
0.16621431
0.166356873
0.166545916
0.166830497
0.167002468
0.167048027
0.167378156
0.167653896
0.16766586
0.167707568
0.168098546
0.168505567
0.168625706
0.168909764
0.169259604

0.80182
1.236367
1.237141
0.809215
0.808896
0.808222
1.236216
0.809027
1.235761
0.809956
0.809251
0.810494
1.240648
0.808566
0.810121

1.23516
1.237237
1.236513
0.810445
0.810549
1.237715

1.23589

0.81126
0.811156
0.812307
0.812555
0.811038
0.811208
0.810752

1.235
0.812495
1.234974
1.231357
0.810462
1.233633
1.229827
0.811476
0.810898
1.230712
0.812307
0.813227
0.810329
1.242333
0.812596

0.590376
0.921319
0.921093
0.603389
0.602628
0.601216
0.920553
0.602489
0.920287
0.603827

0.60256
0.604239
0.917663
0.600329
0.603104
0.918667
0.917982
0.917974
0.603338
0.603426
0.916642
0.917131
0.604199
0.603989
0.605953
0.605873
0.603064
0.603303
0.602453
0.916001
0.605499
0.915795
0.916734
0.601571
0.915887
0.916863
0.603119
0.602075
0.916377
0.604428
0.605917
0.600648
0.911965
0.604461

1.088994
1.659147
1.661633
1.085252
1.085766
1.086504
1.660122
1.086369
1.659379
1.086452
1.086843
1.087154
1.677312
1.089034
1.088197
1.660689
1.667521
1.665587
1.088647
1.088766
1.671251
1.665437

1.08928
1.089379
1.088934
1.089744
1.090735
1.090758
1.091071
1.665089
1.090256
1.665394

1.65396
1.091888
1.661613
1.649618
1.091814

1.09215
1.652871
1.091681
1.091467

1.09321
1.692379
1.092397
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ARMC10
ZFX
GNG12
TSPAN14
PARVB
TMEMS8B
RNF213
AP002360.1
KDM7A
KLHDC4
FGF1
MED25
HBP1
C150rf40
SND1
FAM126B
SPATS2L
CYP7B1
ZNF654
PKIG
LIN54
BEX2
ZNF226
TMEM185B
ARPC1B
EDEMS3
ZNFA484
SLC2A13
C19orf54
PTPN4
CPA2
TAS2R19
LAMB1
LARP4
SMIM22
GSTCD
RPAIN
VPS13C
BOLA1L
GPR61
NR2C2AP
ZFP91
MFSD8
NR1H2

0.169326668
0.169527317

0.17063566
0.171078855

0.17205199
0.172130387
0.172791742
0.173315392

0.17352043
0.173826202

0.17399619
0.174286143
0.175315633
0.175365574
0.175713934
0.175930615

0.17647389
0.176717655
0.176731408
0.176786874
0.177134806
0.177881825
0.177933789
0.178113691
0.178370056
0.178459339
0.178736588
0.178744298
0.178933276
0.179037844
0.179144227

0.17937109
0.180346257
0.180394319
0.180423483
0.180641618
0.180686795
0.181299569
0.181327905
0.181423888
0.182427626

0.18292392

0.18296733

0.18297487

1.231557
1.231508
1.227823
1.228159
1.228615
0.811934
1.228261
0.814748
0.815052
0.814945
0.815593
0.815071
0.816064
1.225289
0.814605
0.816526
1.224938

1.22721
0.816459
0.813385
1.225884

0.81527
1.222963

1.22646
1.224465
1.223432
0.815367
1.224847
1.224752
0.815924
0.817264
1.223472

1.22287
1.223137
1.224504
1.224287
0.817763
0.815347
1.221873
0.817709

0.81915
1.221007
0.818777
0.818821

0.91508
0.914968
0.915442
0.915055
0.914295
0.602062
0.913944
0.606663
0.607131
0.606808
0.607918
0.606846
0.608228
0.913313
0.605406
0.608815
0.912742
0.911829
0.608362
0.602742
0.912013
0.605716
0.912505
0.911209
0.911726
0.912022
0.605539
0.911364
0.911279
0.606432
0.608838
0.911446
0.911052

0.91093
0.910441
0.910381
0.609118

0.60444
0.910794
0.608716
0.610954

0.91012
0.610045
0.610125

1.657485
1.657558
1.6468
1.648398
1.650994
1.094965
1.650674
1.094205
1.094179
1.094472
1.094215
1.094742
1.09492
1.643832
1.096094
1.095101
1.643919
1.651675
1.095737
1.097644
1.647774
1.097321
1.639047
1.650779
1.644478
1.641171
1.097904
1.646159
1.646056
1.097787
1.09704
1.642319
1.641411
1.642347
1.646906
1.646432
1.097876
1.099846
1.639199
1.098457
1.098293
1.638089
1.098927
1.098904
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TRIM52
MFSD14B
ARID1B
C150rf61
GOPC
ASPSCR1
ARAP2
REL
TRPS1
STYX
E4F1
MESP1
CNOT1
LRRC8A
Cl40rf93
EEAL
SRMS
HIST1H1E
ATP5D
ODF3B
VKORCI1L1
DNPH1
TFEC
NTAN1
CLDN4
EMC9
GOLIM4
TPM4
SPTLC1
THAP5
ZNF19
RBM5
CPT1B
SBDS
DLD
INHBA
ZFAND2B
RNF10
NSMCE4A
DIAPH1
ELK3
NETO1
UBE2C
UBE2Q2

0.183035937
0.183749502
0.183825538
0.183864464
0.183919753
0.183985599
0.183989648
0.184107214

0.18445802
0.184489394
0.184554632
0.184774157
0.184829634
0.185021616
0.185368339
0.185562324
0.185837834
0.186762309
0.186776107
0.186817258

0.18708216
0.187417895
0.188399774
0.188637228
0.189970963
0.190252562
0.190339798
0.190348948
0.190637594
0.190795704
0.190819371
0.191550699
0.191568828
0.191678996
0.191733166
0.191904872
0.191938099
0.192842818
0.192948992

0.19296281
0.193178033
0.193783297
0.194192172
0.194250897

0.81519
1.223014
0.81796
0.81902
1.22149
0.818325
1.220825
0.817479
1.220312
1.222524
0.818004
0.819384
0.819747
1.220016
1.220617
0.818525
0.81979
1.218509
1.219593
0.819609
0.820494
1.219142
0.816207
1.218804
1.216851
1.219024
1.217962
1.21706
1.221101
0.822136
0.821148
0.819112
1.217764
1.217904
1.223264
1.217923
0.822281
1.215165
0.822807
1.216007
1.215539
1.2167
1.21855
1.215938

0.603433
0.908907
0.608189
0.610126
0.909341
0.608796
0.909533
0.607189

0.90943
0.908625
0.607971
0.610425
0.611073
0.909192
0.908766
0.608517
0.610741
0.908677
0.908277
0.610006
0.611536
0.908051

0.60308
0.907435
0.907347
0.906375
0.906715
0.907043
0.905375
0.613075
0.611226
0.607147
0.906047
0.905928
0.903903
0.905785
0.612883
0.906256
0.613456
0.905867
0.905914
0.905113
0.904167
0.905121

1.101258
1.645672
1.100083
1.099435
1.640791
1.099968
1.638656
1.1006
1.637468
1.644863
1.100597
1.099873
1.099682
1.637101
1.639482
1.10101
1.100396
1.633985
1.637615
1.101235
1.100853
1.636811
1.104654
1.637012
1.631929
1.63952
1.63605
1.633038
1.64693
1.102487
1.103165
1.105075
1.636726
1.637316
1.655461
1.637626
1.103223
1.62937
1.103604
1.632328
1.630988
1.635551
1.642246
1.633488
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GREM1
HNRNPA1
ZNF467
ADAM20
NCOA2
ALKBH6
AC006254.1
ZFP1
SLC24A1
ITPR2
RNF169
TRMT10B
ANTXR1
RALB
Cé6orf226
MPP6
CTDSP1
BLOC1S3
LMNA
CEP41
ELF2
CCDC188
LCA5L
CLIC4
UBE2J1
PIK3R4
JAK2
HTATSF1
CCDC36
TRIP12
DST
PTAR1
PIM3
DNAJB2
LPGAT1
NRIP1
HIST1H4C
LRRC15
RAPSN
CHRNG
HPS1
RSF1
ARID1A
LRRTM2

0.194440351
0.194557827
0.194831054
0.194875657
0.195015259
0.195316059
0.195370728
0.195856493

0.19646681

0.19744215
0.197609761
0.197681743
0.197799661

0.19806124

0.19828705
0.198689504

0.19876785

0.19944828
0.200109372
0.200574941
0.201174375
0.201528451
0.201654513
0.202806425
0.202930465
0.203189399

0.20332154
0.203790963
0.203807582
0.204661531

0.20515646
0.205738493
0.205802471
0.206500543
0.206811461
0.207128849
0.207592842

0.20781353
0.207858915
0.207921091
0.207984281
0.208125316

0.20869847
0.208751402

1.21757
1.217104
1.214285
0.822438
1.214758
1.214773
0.818904
0.823984
0.823735
0.822316

0.82339
0.823148
1.213166
1.216717
0.825197
1.213752
1.213039
1.212127
1.213699
1.212671
0.825744
0.824221
0.826059
1.212226
0.825657
1.211966

0.82377

1.20958
0.825577
1.214002
1.209295
0.825819
1.210555
0.827476

1.21185
1.208643

0.82802
1.209686
0.823305
0.825373

0.82826
1.207815
0.827484
0.827936

0.904388
0.904494
0.905404
0.611984
0.905113
0.904928
0.605199
0.614483

0.61377
0.610717
0.612662
0.612179
0.904071
0.902536
0.615784
0.903314
0.903547
0.903502
0.902491
0.902621
0.615657
0.612643

0.61606
0.901478
0.614789
0.901356

0.61107
0.901964
0.614286
0.899663
0.901281
0.613967
0.900388
0.616809
0.899263
0.900396
0.617409
0.899565
0.608357
0.612246

0.61771
0.900158
0.615946
0.616787

1.639204
1.637757
1.628543
1.105263
1.630333
1.630706
1.108073
1.104911
1.105527
1.107229
1.106599
1.106822
1.627937
1.640268
1.105824
1.630876
1.628541
1.626174
1.632222
1.629222
1.10752
1.108869
1.107641
1.630091
1.108852
1.629612
1.110508
1.622111
1.109545
1.63817
1.622574
1.11077
1.62757
1.110095
1.633094
1.622418
1.110476
1.626721
1.1142
1.112691
1.110577
1.620623
1.111672
1.11137




115

SORBS3
CD320
TMEM250
DCXR
ANKRDA46
EP300
SLC35B1
POLR2L
ERCC4
GOLGAGL10
FLYWCH2
SNX1
SLC39A9
ACAP3
AP1G2
SLC35E2B
ATP11C
CLPP
RAD23B
PURB

POC1B-GALNT4

ZBTB21
RPS24
AC040162.1
ATAD2B
CLCN3
PLXNC1
PPP2R3A
SPRYD4
PEA15
GNL3L
ZBTB40
ZNF689
KIAA1191
PDIA3
UBAPIL
ZNFT775
TRAF6
VCPIP1
SLC2A14
RABYA
TAB2
MRGPRX3
SAMD11

0.208862081
0.208969833
0.20936078
0.20947678
0.209654308
0.2097237
0.210000398
0.210274108
0.210483673
0.210528296
0.21067347
0.211128164
0.211363379
0.211375706
0.211486045
0.211883927
0.212327372
0.212685463
0.212774423
0.213102073
0.213744753
0.213893268
0.214039327
0.215236559
0.21529646
0.215798239
0.215958131
0.216019783
0.216289936
0.216314085
0.216388087
0.216582897
0.216754695
0.216893246
0.217318903
0.217463666
0.217723741
0.217784631
0.217824041
0.21787133
0.218056084
0.218136211
0.218280846
0.21852503

0.82722
0.828205
1.209116
0.828568
0.827942
0.827407
0.828826
1.206491
0.828926

0.82845
0.826424
0.828949
1.209445
0.828442
0.826094
0.829174
1.206956

1.20568

1.20832
1.205475
0.829468
0.829809
1.205278
1.205792
0.829681
1.206057
0.827338
0.830485
0.830659
1.204209
1.203143
0.829158
0.831449

1.20409
1.204688
0.828945
0.830401

0.83021
1.205179

1.20287
1.205745
1.203977
1.202796
1.203284

0.615377
0.617212
0.898895
0.617704
0.616437
0.615389
0.617987
0.899463
0.617986
0.617059
0.613136
0.617775
0.897585
0.616706
0.612183
0.617905
0.898076
0.898412
0.897235
0.898259
0.617728
0.618323
0.897803
0.896889
0.617521
0.896449
0.612762
0.618779
0.619008
0.896955
0.897378
0.616004
0.620346
0.896674
0.896167
0.615243
0.617941
0.617549

0.89566
0.896648
0.895278
0.896008
0.896446
0.896091

1.111988
1.111325
1.626398
1.111415
1.112015

1.11247
1.111596
1.618322
1.111866
1.112259
1.113906

1.11231

1.62966
1.112874
1.114751

1.11268
1.622071
1.618036
1.627263
1.617762
1.113787
1.113629
1.618058
1.621086
1.114734
1.622595
1.117053
1.114623
1.114678
1.616715
1.613091

1.11607
1.114389
1.616899
1.619422
1.116876
1.115908
1.116103

1.62166
1.613674
1.623876
1.617799
1.613836
1.615786
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SPDYE5
LRRC8C
WDFY1
XRN2
C190rf53
ESRRA
ARSA
TMX4
GGA1l
TMEM106B
FANCM
KHDRBS2
SDF4
SLCO5A1
SZRD1
SRSF8
AQR
PUDP
COPS6
CTSF
ZNF624
SLC25A45
AUP1
RAP2C
JSRP1
GPR108
ACADVL
RC3H1
PPIL1
HIST1H2AI
ANKHD1
MSH5
AGL
ANKDD1A
AC093155.3
SLC25A27
CDPF1
ZNF621
PPP6R2
SDCCAG3
CTuUl
HCFC2
MST1
DPM2

0.218542163
0.218833036
0.21929065
0.219564269
0.219680402
0.219933111
0.220563904
0.22146471
0.221472952
0.221618081
0.2216726
0.221765167
0.222016412
0.222453703
0.223173813
0.223435058
0.224767523
0.225009203
0.225172063
0.225483826
0.225609095
0.225816622
0.225835285
0.226139093
0.226294113
0.226424595
0.226520198
0.22657491
0.226633725
0.226684407
0.226878516
0.226893416
0.226998526
0.227134978
0.227290439
0.227662618
0.22771643
0.227970776
0.228367854
0.228811806
0.229067232
0.229196055
0.229469775
0.230172952

0.83112
0.831155
1.202817
1.201746
1.203189
1.202181
0.832202
0.831822
0.830293
1.206063
1.206169
0.828411
1.204009
1.201206
0.831562
0.832941
1.205243
1.201593
1.202369
0.831819
0.834151
0.832677
1.200354
1.199069
0.833402
0.834094
1.199182
0.833985

1.2008
1.198552
0.831703
0.833272
1.198586
0.830663
0.834712
0.832259
0.834925
0.834219
0.833149
1.197675
1.198179
0.833177
0.834132
0.834847

0.619005
0.618956
0.895859
0.896178
0.89547
0.895774
0.620297
0.619205
0.616243
0.893071
0.892992
0.612498
0.893761
0.894773
0.618024
0.6206
0.891614
0.893139
0.892691
0.617608
0.6221
0.619144
0.893236
0.893656
0.620369
0.621668
0.893388
0.621396
0.892576
0.893587
0.616829
0.61988
0.893394
0.614707
0.622536
0.617599
0.622784
0.621303
0.619057
0.892795
0.892415
0.618785
0.620544
0.621667

1.115922
1.116102
1.614951
1.611504
1.616654
1.613397
1.116497
1.117445
1.118692
1.628749
1.629178
1.120437
1.621953
1.612585

1.11888
1.117937
1.629193
1.616576
1.619475
1.120327
1.118482
1.119853
1.613068

1.60886

1.11959
1.119107
1.609645
1.119304
1.615459
1.607597
1.121428
1.120125
1.608034
1.122488
1.119203
1.121527
1.119326
1.120099
1.121282
1.606667
1.608705
1.121851
1.121237

1.12113
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CCDC134
VCPKMT
G3BP2
AGTPBP1
IP6K2
LCN12
EXOC5
RASA1
C100rf113
MTERF2
PIGT
ZNF91
SNRPA
RAB3GAP1
LDOC1
CA5B
COA4
SRSF4
RSG1
PHYKPL
NAA35
CNKSR1
GJB7

CSGALNACT2

LAMA2
WDR83
LRP12
POGLUT1
ZNF347
MID2
TOX3
INTS6L
GPR22
SOAT1
CLIC1
ANKRD17
HIST2H2BF
PATZ1
ST7L
TEX261
ARSD
AC022335.1
EXOC6B
SPIDR

0.230859434
0.231047396
0.231120845
0.231411822
0.231440557
0.231732076
0.231937196
0.232034436
0.232316673
0.232475487
0.232644304
0.233240063
0.233437453
0.233820761
0.233863915
0.234003048
0.234475404

0.23467401
0.235022138

0.23507661
0.235099308
0.235318532
0.235375361
0.235445802
0.235519995

0.23583323
0.235871118
0.236103848
0.236329613
0.237522126

0.23755614
0.237664053

0.23767823
0.237989544
0.238192841
0.238302943
0.238496572
0.238784265

0.23896213
0.239029845
0.239104132
0.239381627
0.239423987
0.239713075

1.198248
0.835001
1.197392
0.835265
0.83393
0.835316
1.1982
1.19585
1.196273
0.835583
1.196406
0.83489
1.200691
1.197914
1.196178
0.832935
1.197349
0.836023
0.837209
0.834601
0.83481
0.836333
1.194705
1.196494
0.836391
0.835292
1.194762
0.836043
0.835812
0.837214
1.195618
0.8313
0.837762
1.195749
1.193994
0.836358
1.193372
0.837399
1.19385
0.838063
0.838362
1.192751
1.192787
0.838137

0.89137
0.621625
0.891627

0.622
0.619371
0.621974
0.890783
0.891848
0.891487
0.622207

0.89124
0.620544
0.888742
0.889854
0.890664
0.616407
0.889756

0.62221
0.624416
0.619252
0.619655

0.62257
0.890529
0.889622
0.622606
0.620315
0.890224
0.621688
0.621144
0.623446
0.888862
0.611747
0.624471
0.888554
0.889304
0.621446
0.889441
0.623319
0.888945

0.62454
0.625105
0.889256
0.889215
0.624421

1.610778
1.121619
1.608014
1.121652
1.122816
1.121835

1.61171
1.603476
1.605262
1.122132
1.606063
1.123274
1.622134
1.612621

1.60649
1.125524
1.611278
1.123309
1.122519
1.124839
1.124672
1.123494
1.602778
1.609221
1.123586
1.124773

1.60348
1.124306

1.12467
1.124278
1.608239
1.129649
1.123903
1.609147
1.603077
1.125592
1.601158
1.125005
1.603337
1.124587
1.124372
1.599826
1.599997
1.125001
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FBRS
RBM6
COL5A2
SHPRH
CHSY1
DNAJC4
TVP23C
FOXB1
DMTF1
PTBP3
RBM15
ARHGAP18
GOLGASB
ADGRE1
PREPL
HIST1H1D
RMND5B
WNT4
KIAA0319L
SIX2
TMEM256
USE1
TMEM132A
TIMM10B
WBP1
HIST1H2BI
HIST1H2BM
RAPGEF2
WDPCP
ECHDC2
CTC1
POLR2M
MOB1A
C5orf42
CDK11A
C9orfl142
USP50
CHID1
THY1
SLC10A3
MLYCD
ABCAG6
SFRP2
ZNF644

0.240109634
0.240582014
0.240597169
0.240648939
0.240964376
0.240972572

0.24123617
0.241378042
0.241715901
0.242030023
0.242561626
0.242562839
0.242761501
0.242791509
0.243354935
0.243449447
0.243971268
0.245080042
0.245139055
0.245231866
0.245531215
0.245678815
0.246303484
0.246318905
0.246335406
0.246405334
0.246576618
0.246745544
0.246821191
0.246918966
0.247120421
0.247156013
0.247183167
0.247226197
0.247751292
0.247806047
0.247912776
0.247944136
0.247993496
0.248143345
0.248864039
0.249212588
0.249908425
0.250357621

0.838232
0.835532
1.194794
0.835314
1.192332
0.839066
0.837999
0.839219
0.838102
1.197766
1.191035
0.837969

0.83821
0.838862
0.839859
1.191954
0.839731

0.84006

0.84006
0.840151
1.192111
0.839516
1.190156
0.838414
0.840311
0.840156
1.189153
0.840076
0.840106
0.838909
0.839493
1.194779
1.193192
0.840465
1.189322
0.840122

0.84065
0.841025
1.188919
1.189415
0.840438
0.835619
1.188694
1.188648

0.624453
0.618914
0.887562
0.618458
0.888586
0.625777
0.623549
0.625924
0.623568
0.885272
0.888353

0.62297
0.623371

0.62466
0.626431
0.887396
0.625935

0.62616
0.626137
0.626282
0.886158
0.624838
0.886733
0.622384
0.626174
0.625836
0.887099
0.625543
0.625572
0.623137
0.624227
0.883882
0.884682
0.626134
0.886365
0.625221
0.626239

0.62698
0.886441
0.886101
0.625441
0.615668
0.885504
0.885281

1.125196
1.127965
1.608377

1.12821
1.599909
1.125053
1.126201
1.125199
1.126447
1.620568
1.596847
1.127168

1.12709
1.126516
1.126004
1.601038
1.126553
1.127029
1.127071
1.127053
1.603697
1.127953
1.597405
1.129429
1.127679
1.127871
1.594054
1.128185
1.128211
1.129395
1.128993

1.61503
1.609288
1.128162

1.59583

1.12889
1.128471
1.128143

1.59461
1.596554

1.12934
1.134148
1.595696
1.595972
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UBE2W
CuL4B
PTPN23
XPO4
MIIP
ZNF580
VPS9D1
RBM39
LYST
NRAP
NKTR
NOL3
TRPT1
HIST1H2BG
COASY
THAP9
AKAP9
PARVA
PSMD4
PPP1R15B
SAPCD1
PIN1
ZNF157
ADO000671.2
CLIP2
SUMO4
ANGPTL2
TAS2R13
CCDC124
DUSP28
RFX7
TAS2R46
PRDX4
AP1S1
SLC27A5
ARCN1
ING3
DRAP1
SEC31B
PCBP2
TMEMS50A
STARD3NL
CHD9
SUCO

0.250394766
0.250861725
0.251086079
0.251892559
0.252585053
0.253572371
0.253619826
0.2538899
0.254412088
0.254590699
0.255541616
0.256087703
0.256389943
0.256430825
0.256887751
0.257453302
0.257465255
0.25775142
0.257787066
0.257801788
0.258087715
0.259460196
0.259542606
0.259573508
0.260240742
0.260548612
0.261211014
0.2620064
0.262370604
0.262611377
0.263253847
0.26327449
0.26350417
0.263877751
0.263980304
0.264033648
0.264093726
0.264657371
0.264767937
0.264918041
0.26593452
0.266318886
0.266918731
0.267339479

0.840168
1.189375

0.84123
1.188213
0.842018
0.841866
0.842229
0.841885
0.840491
0.841275
0.841507
1.185435
0.843658
1.186012
1.189678
0.843987
0.843599

0.84421
1.185767
1.186518
0.843235

0.84415
0.843643
0.842413
1.183518
1.183296
1.184918
0.845401

1.18338
0.845598
1.182442
1.185094
1.184251
1.182874
1.182356
1.184008
0.845524
1.181974
0.843833
1.184373
0.846087
1.183096
0.844229
1.180999

0.6243
0.884621
0.626169
0.884665
0.627174
0.626482
0.627199
0.626396
0.623377

0.62489
0.624988
0.883852
0.629018
0.883353
0.881119
0.629276
0.628482
0.629614
0.882744
0.882326
0.627498
0.628827
0.627762
0.625248

0.88264
0.882595
0.881336
0.630397
0.881559
0.630565
0.881603
0.880108
0.880454
0.881022
0.881258
0.880301

0.62984
0.881106
0.626111
0.879612
0.630282
0.879568
0.626081
0.880208

1.130677
1.599119
1.130156
1.595914
1.130458
1.131298
1.130982
1.131504
1.133223
1.132589
1.133037
1.589922
1.131538

1.59237
1.606292
1.131959
1.132347
1.131948

1.59281
1.595583
1.133143
1.133203
1.133763
1.135006
1.586962
1.586445
1.593072
1.133735
1.588535
1.133959

1.58594
1.595768
1.592871
1.588146
1.586329
1.592496
1.135069
1.585578
1.137265
1.594725
1.135784
1.591369
1.138387
1.584578
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SRFBP1
PAM16
IFITM5
SSBP4
DPH7
HADH
HSF4
CREBZF
DENND1B
C3o0rf38
UGT3Al
ZNF524
NANOS3
FSTL1
MISP3
ZNF124
KIAA1429
FAM126A
LIN9
HIST1H2AD
ZNF717
GATD1
CASP2
PLA2G4B
ZNF213
LATS1
NXF1
MCFD2
THBS2
UTP14C
DDR2
RSBN1
MTMR6
MAPRE1
RNF133
NUP85
KIAA2026
RASSF7
RCHY1
NOC3L
KRIT1
GLIPR1L1
LIMS1
ROGDI

0.267447355
0.267826329
0.267881718
0.268386288
0.268770284

0.26898278
0.269108324
0.269456899
0.269515353
0.269754249
0.270078159
0.270648921
0.271062518
0.271131761
0.271615924
0.271929119
0.272569009
0.272613764
0.272823971
0.273034285
0.273289758
0.273778916
0.273949956
0.274168744
0.274378341
0.274528643

0.27522324
0.276244509
0.276720005

0.27691056
0.277341946
0.277383317
0.277697904
0.277765991
0.278165045
0.278264639

0.27873366
0.278747567

0.27882218
0.279049955
0.279451657
0.280715635

0.28084162
0.280961156

1.181358
1.180898
0.846934
0.844438
0.846904

0.84749

0.84601
0.845974
0.846243
0.846752
0.847466
1.179309
0.847737
1.179591
0.847362
0.848011
1.179656
1.179675
1.180611
1.178893
0.848457
0.847751
1.182723
0.848005
0.848312
1.177624
0.847312
1.180217
1.178511
0.849741
0.848677
0.849423
0.848969
1.178559
0.850096
1.177435
0.849976
0.849788
0.849959
1.178315
0.850225

0.85032
1.175267
0.849279

0.879944
0.880003
0.631272
0.625936
0.630865
0.631993
0.628887
0.628679

0.62921
0.630168
0.631519
0.879396
0.631699
0.878972
0.630706

0.63193
0.878157
0.878122

0.87746
0.878354
0.632329
0.630672
0.875609
0.631048
0.631606
0.878298
0.629199
0.875834
0.876591
0.633602
0.631215
0.632755
0.631686
0.875997

0.63386
0.876403
0.633388
0.632989
0.633319
0.875449
0.633632

0.63334
0.876332
0.631062

1.586017
1.584676
1.136274
1.139215
1.136926
1.136467
1.138093
1.138375
1.138137
1.137774
1.137256
1.581506

1.13766
1.583025
1.138441
1.137978
1.584668
1.584781
1.588497
1.582266
1.138457
1.139548
1.597553
1.139552
1.139371
1.578959
1.141035
1.590386
1.584421

1.13961
1.141059
1.140282
1.140993
1.585624
1.140099
1.581866
1.140627

1.14084
1.140706
1.585958
1.140856
1.141636
1.576174
1.142952
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ING5
AC005726.2
BORCSS
ATP6VOC
PNKP
MYDGF
ERCC6L2
UTRN
ZNF33A
OR10AD1
FER
TMCO6
HIST1H2AE
PUS7
AIFM2
SMUG1
AMELX
RCN2
ULBP2
SAT2
TRMU
EPM2AIP1
TARBP1
ERBIN
CHTF18
CCDC92
MON?2
DIS3L
TRIM63
MUSTN1
RFEXANK
ALG13
HSP90B1
EXPH5
TPGS1
BBS9
MATR3
TOR1B
RECQLS5
MLH3
SETD1A
TIMM13
El24
NAA15

0.280998847
0.281060369
0.281066578
0.281220324
0.281659316
0.281748205
0.28178779
0.281806126
0.282085683
0.282736966
0.283117237
0.28334812
0.283872689
0.284237621
0.284585179
0.284691412
0.286372426
0.288879485
0.289343655
0.289380681
0.289811259
0.289857749
0.289908297
0.290207607
0.290264678
0.290540076
0.290766221
0.290934483
0.292213387
0.292241234
0.292385094
0.292867082
0.292997247
0.29319915
0.293425
0.293864696
0.294984757
0.295395843
0.296285492
0.296522484
0.296591951
0.296642393
0.296687438
0.297445572

0.85076
1.1752
0.849946
1.176593
0.849668
1.175958
0.849623
0.850696
0.849967
0.850815
1.174596
1.176022
1.175189
1.174935
1.174894
1.176009
1.17332
1.173857
1.172012
0.848776
1.171734
0.853075
0.85287
1.17134
1.171428
0.85332
0.852567
0.852842
1.173221
0.852692
0.853712
1.171263
1.171468
0.852662
1.170517
0.853745
0.853892
1.169794
0.854612
0.85465
0.854634
1.16951
1.172924
1.172791

0.634155
0.876256

0.63242
0.875321
0.631606
0.875425
0.631463
0.633708
0.632067
0.633596
0.875527
0.874525
0.874757
0.874718
0.874557

0.87381
0.874581
0.872903
0.873821
0.626709
0.873749
0.635612
0.635156
0.873789
0.873702
0.635869

0.63418
0.634698
0.871518
0.633871
0.635987
0.872424
0.872223
0.633434
0.872608
0.635483
0.635363
0.872031
0.636397
0.636385
0.636325
0.871554
0.869303

0.86898

1.14135
1.576132
1.142292
1.581556
1.143015
1.579665
1.143155
1.141984
1.142985
1.142504
1.575822
1.581462
1.578803
1.578193
1.578373
1.582721
1.574101
1.578572
1.571962
1.149531
1.571344
1.144939
1.145209
1.570217
1.570607
1.145135
1.146158

1.14596

1.57937
1.147052
1.145973
1.572464
1.573377
1.147763
1.570134
1.146971
1.147584
1.569232
1.147652
1.147773
1.147841
1.569328
1.582591
1.582819
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PLBD2
APC2
GGTLC1
Cl7orf75
Cl120rf73
VMO1
HNRNPUL1
CATSPER2
SLC25A24
ABRA
POT1
CEP83
DCTN4
HIST2H2AC
uUsP24
MRPL28
MANEA
ZNF551
MRPL41
RAB19
TCIRG1
BOD1L1
METTL23
FKBP8
DGKH
PTPN12
SLC25A39
ADAMTS12
SULTIC3
PIK3CA
EXOC2
CAV2
ERCCS8
UNC13C
HIVEP1
TBC1D5
CSNK1G3
EIF5A2
PLXDC2
IFT22
HNRNPA3
ZNF426
YWHAB
PTPRG

0.297525274
0.297599846
0.298182919
0.298264933
0.298315835
0.298432226

0.29868628
0.298973091
0.299167825
0.300131799
0.300157241
0.301028832
0.301081417
0.301422084
0.301923847
0.302549936

0.30294307
0.303668776
0.304089116
0.305124238
0.305385603
0.305546712
0.305682153
0.306327962
0.306401824
0.306649015
0.306837595
0.306846834
0.306905036
0.307139579
0.307157699
0.307180192
0.307551862
0.308735257
0.309515544
0.309520401
0.310042115

0.31079755

0.31162779
0.311790334
0.311933943
0.311999989
0.312243261
0.312682142

1.170155
1.169275
0.854975
0.854705
1.168902
0.855997
1.171785
0.854832
1.169113
0.856216
1.169472
0.855821
0.856757
1.168047
0.856665
1.167518

0.85676
0.856761
1.166983
1.166726
0.855917
1.166758
1.167292
0.857592
1.166703
1.165248
1.166143
1.167461
1.166495
1.166434
0.858033

1.16554
1.165646
0.858065
0.857034

0.85805
1.164678
1.164746
0.857832
0.858184
1.163748
0.859173
1.164664
0.859096

0.870663
0.871201
0.636438
0.635827
0.871066
0.638537
0.868971
0.635822
0.870475
0.638351
0.869711
0.637151
0.639151
0.869986
0.638624
0.869743
0.638435
0.638154
0.869288
0.868914
0.635658
0.868669
0.868234
0.638923
0.868253
0.869116
0.868404
0.8675
0.868128
0.868045
0.639559
0.868636
0.868367
0.639015
0.636465
0.638676
0.867719
0.867273
0.637379
0.638082
0.86737
0.640163
0.866565
0.63973

1.572668
1.569333
1.148553
1.148931
1.568573
1.147515
1.580123
1.149279
1.570206
1.148437
1.572551
1.149539
1.148451
1.568225

1.14915
1.567244
1.149747
1.150254
1.566625

1.56661
1.152496
1.567137
1.569357
1.151101
1.567742
1.562279
1.565965
1.571141
1.567406
1.567393
1.151138
1.563928
1.564695
1.152204
1.154041
1.152775
1.563266
1.564251
1.154536
1.154208
1.561397
1.153109

1.56531
1.153684
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CBX8
ZNF283
GPATCH11
PUM1
HSPB9
NBEAL1
PITPNB
FAMZ209A
GPR82
HNRNPLL
SIRT7
SIGIRR
LINCO00116
SRRT
DUS3L
OXNAD1
TMEM185A
ZNF525
TRAPPC13
ZNF774
ADCK5
ARSI
COX8A
TBC1D8B
SRSF11
PDAP1
TIMP2
BARD1
PCED1A
KPNAG
GPR52
FAM220A
JMJD1C
RHBDD3
LMBR1
GRSF1
LDHALG6B
MYADM
CRLF3
TIMM17B
TOMM34
DDX6
TEPSIN
IBA57

0.312711012
0.312754292
0.312844632
0.313425867
0.313688637
0.314110833
0.314116709
0.314161234
0.314203013
0.31436783
0.314591411
0.314628003
0.314769551
0.314875645
0.315072808
0.315692731
0.316606564
0.316654709
0.317072373
0.317592516
0.317694944
0.317733874
0.318391831
0.319350218
0.319635814
0.319879194
0.320325623
0.3204349
0.32101233
0.32156373
0.321776518
0.321892194
0.322309473
0.3223452
0.322406759
0.322449552
0.322925349
0.323310545
0.32391025
0.324330036
0.324783662
0.325739147
0.326007848
0.326369422

0.858789
1.16277
0.859243
0.859133
0.859956
0.859105
1.16716
1.165352
0.856363
0.858776
0.860124
0.857135
1.163468
1.163563
0.860283
1.162465
1.161723
1.161618
0.860696
0.86002
0.860941
1.161457
1.163037
0.86082
0.860581
1.165165
1.162007
1.16489
0.860712
0.861017
0.861838
1.161447
0.861243
1.159912
1.162395
1.16101
1.160136
1.159159
0.862178
1.160703
1.162
0.862477
0.862392
0.863002

0.639047
0.867623
0.639988
0.63952
0.641223
0.639192
0.863819
0.865064
0.633162
0.63837
0.641241
0.634678
0.86607
0.865946
0.641403
0.866294
0.866342
0.866391
0.641535
0.639842
0.641832
0.86594
0.86446
0.640921
0.640281
0.86214
0.864178
0.86204
0.640032
0.640491
0.642227
0.863756
0.6407
0.864637
0.862793
0.86378
0.864168
0.864682
0.642148
0.863012
0.861818
0.642099
0.641804
0.643024

1.154093

1.55832
1.153613
1.154161
1.153302
1.154679
1.577024

1.56988
1.158247

1.15528

1.15372
1.157564

1.56299
1.563468
1.153855
1.559891
1.557813
1.557445
1.154726
1.155964
1.154848
1.557825
1.564738
1.156167
1.156679
1.574696

1.56248
1.574136
1.157482
1.157472
1.156545
1.561736
1.157703
1.556023
1.566034
1.560517
1.557471
1.553923
1.157599
1.561082
1.566741
1.158492
1.158796
1.158234
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SSH1
NAT9
NUDT8
RYBP
ZNF148
NUPL2
MAPK15
C3orf49
WDR27
SELENOH
MRM1
OAZ2
RHOT2
ACCS
FBXL6
HYI
ATP5G1
ZNF792
ITPRIP
TAS2R50
TAF1C
REST
SMADS5
ITGB5
FNDC9
CCDC107
DYRK1A
IGF2R
ARID3C
PNPLAS8
PRPF4
RAB10
BLOC1S1
SLC35E2
AC096887.1
SERPINE2
ABCE1
AC009690.1
NDUFA11l
FAM98C
CDV3
COMMD4
RTTN
ADAM17

0.327270366
0.327552558
0.327615993
0.328405876
0.328437306
0.328489491
0.328545301
0.330755324
0.331542564
0.332098018
0.332340648
0.332812598
0.333021078
0.333310204
0.333409459
0.333415036
0.333510396
0.333906436
0.333931942
0.334173615
0.334461713
0.334466335
0.334686146
0.334831215
0.335036257
0.335299728
0.336026098
0.337326575
0.337861248
0.337943526
0.338591317
0.338741104
0.339181392
0.341430597
0.341630407
0.341716051
0.341867821
0.341964868
0.342678939
0.342682365

0.34272205
0.342866144
0.343563634
0.343577923

0.861862
0.863314
0.863148
0.863865
0.862927
1.157889
0.863103
0.864475
0.863326
0.864182
0.864209
0.865129
0.864062
0.863618

0.86514
0.864298
1.159337
0.864861
1.155458
1.155451

0.86487
1.155907
0.865144
1.155475
1.155965
1.156538
0.865996
0.866068
1.154861
0.865637
1.154389
1.158722
1.155607
0.866813
0.866319
1.153601
1.154632
1.153588

0.86681
0.867546
1.153117
1.152911
1.152258
0.864329

0.640128
0.643258
0.642863
0.644158
0.642046

0.86291
0.642397
0.644609

0.64172
0.643424

0.64339
0.645277
0.642792
0.641678
0.645067
0.643168
0.859162
0.644243
0.861904
0.861782
0.644046

0.86128
0.644576

0.86142
0.860936
0.860357
0.645977
0.645633
0.860309
0.644412
0.860294
0.856842
0.859033
0.645712
0.644507
0.859275
0.858381
0.859155
0.645212
0.646892
0.859131

0.85922
0.859375

0.63921

1.160403
1.158649
1.158917
1.158508
1.159797
1.553702
1.159636
1.159334

1.16146
1.160682
1.160816
1.159887
1.161501

1.16232
1.160293
1.161456
1.564387
1.161028
1.548993
1.549194
1.161408

1.55132
1.161188

1.54991
1.552095
1.554681
1.160951
1.161767
1.550261
1.162808
1.549022
1.566959

1.55457
1.163622
1.164469
1.548742
1.553129
1.548924
1.164515
1.163464
1.547703

1.54699
1.544957
1.168732
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CD40
OSBPL7
BCL7B
ZBTB3
TECR
KLHL17
POLI
HIST1H2BN
TRAPPC10
HINT2
UBR1
ZFC3H1
NPAT
MAMDC4
FGFS
CCDC117
USP33
SPPL3
LMBRI1L
GOLGASA
TIGD4
FAM46D
UCKL1
HIPK3
WDR830S
RANGRF
CCDC66
DVL3
BOLA2B
FLNC
AC010422.3
N4BP2L2
SLC10A1
TAF10
CNOT3
IPP

ZNF7
CDC27
JMJID6
RELL1
ZNF513
TNFRSF12A
ZNF627
FUK

0.343605476
0.343769334
0.344088433

0.34434193

0.34457317
0.344774535
0.345088703
0.345137936
0.345486507
0.346001205
0.346426467
0.346615726
0.346929192
0.347067721
0.347137655
0.347461266
0.348920215
0.349414974

0.35010855
0.350426064
0.350844527
0.350926744
0.351220775
0.351604911
0.351736608
0.351967012
0.352169726

0.35224781

0.35227828
0.352609739
0.353637534
0.353975379
0.354980124

0.35539136
0.355840214
0.356128376
0.356321192
0.356839075
0.356942459
0.357109692
0.357535751
0.357877276
0.358122491
0.359671471

0.866781
0.867534
1.154765
0.867942
1.152115
0.867366
0.867672
1.152749
0.866916
0.867848
0.868512
1.152582
0.8685
1.15172
1.154527
0.867749
0.86863
1.15152
0.868133
0.868277
0.869866
0.869745
0.868168
0.869757
0.869029
0.869575
0.868296
1.149503
1.149647
1.149876
1.150261
0.869364
0.870334
1.1489
1.148235
0.870183
0.8696
1.149195
1.148449
1.149358
0.871253
1.148092
0.871555
0.871471

0.64478
0.646438
0.857102
0.647145
0.858962
0.645655
0.646232
0.858158
0.644344
0.646276
0.647632
0.857516
0.647407
0.857974
0.855675
0.645471

0.64692
0.856905
0.645304
0.645509
0.649012

0.6487
0.644943

0.64846
0.646723
0.647895
0.644859
0.857074

0.85694
0.856577
0.855719

0.64661
0.648462

0.85593
0.856252
0.647654
0.646222
0.854924
0.855496
0.854645
0.649587
0.855307

0.65006

0.64925

1.165217
1.164251
1.555805
1.164071
1.545318
1.165209
1.164991
1.548469
1.166369
1.165385
1.164724
1.549179
1.165098
1.546036
1.557754
1.166572
1.166325
1.547429
1.167908
1.167923
1.165875
1.166112
1.168656
1.166576

1.16775
1.167103
1.169151
1.541709
1.542335
1.543605
1.546188
1.168856
1.168121

1.54215
1.539785
1.169171
1.170192
1.544757
1.541721
1.545699

1.16856
1.541102

1.16852
1.169754
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FGFR1OP
FRYL
HIST1H2BJ
PACS1
CERS6
TMEM248
TMEM109
TBC1D32
DPM3
DDX39B
C6orf10
BCL10
CHCHD1
PRKACA
CUL5
TRIM68
APC

ME2
ASGR1
FOXN2
IMPG2
COX18
DCBLD1
LINCO00854
KLHDC1
TRAM2
MCRIP2
SPPL2B
ILIRAPL1
PIPAK2A
AC092835.1
RP1

Flz1
NOTO
RHPN1
PCP4
THOP1
LRBA
PALM2-AKAP2
UBE3C
MAB21L2
BETIL
ZGRF1
RC3H2

0.359724191
0.359979842
0.360137724
0.360346394
0.360601382
0.360834245
0.360891512
0.361047308
0.361297832
0.361713685
0.361956249
0.363264428
0.363295369
0.363609537
0.364981533

0.36547605
0.365563699
0.365816961
0.366055413
0.366250632
0.366386736
0.366741161
0.367821532
0.367960183
0.368113681
0.369538122
0.369702721
0.369739724

0.37072904
0.370859912
0.371122666
0.371167677
0.371502251
0.371730814
0.372981665
0.373004368
0.373473955
0.374295308
0.374514906
0.376254614
0.376349705
0.376843502
0.376909212
0.376935061

1.147003
1.146709
1.147222
1.147997
1.147325
1.147294
0.871892
0.871075
0.872062
0.870447
0.871284
1.14576
1.146954
0.872056
0.873016
0.873293
0.873241
0.87276
0.873399
1.145137
1.146833
0.8735
1.144706
0.870323
0.872802
1.143525
0.874195
0.873189
1.145233
1.14339
0.873773
1.143196
1.14391
0.875061
0.874587
0.874923
1.143153
0.875134
0.874609
1.145205
0.875431
0.876119
1.14118
1.141607

0.855262
0.855378
0.85486
0.854091
0.854529
0.854433
0.649748
0.647775
0.649985
0.646039
0.647901
0.854476
0.853432
0.649051
0.650763
0.65122
0.651061
0.649826
0.651237
0.853455
0.851908
0.651203
0.853009
0.643228
0.649004
0.853151
0.651667
0.649265
0.851016
0.85258
0.650096
0.852591
0.851781
0.652915
0.651286
0.652077
0.851421
0.652062
0.65072
0.848107
0.651947
0.653397
0.851401
0.851

1.538261
1.537265
1.539572

1.54304
1.540443
1.540533
1.169984
1.171352
1.170014
1.172806
1.171686
1.536342
1.541428
1.171684
1.171175
1.171097
1.171241
1.172177
1.171347
1.536507
1.543859
1.171681

1.53615
1.177597
1.173773
1.532728
1.172711

1.17434
1.541167
1.533392

1.17441
1.532853
1.536229
1.172788
1.174451
1.173926
1.534846
1.174519

1.17553
1.546378
1.175525
1.174759
1.529587
1.531451
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RPP25L
PIPOX
FAM173A
DDX3X
SCIN
SCAF11
HIST1H2BB
NTHL1
NCEH1
MTM1
VEGFB
PREB
GPAT3
RRP1B
HIST2H3D
HIST1H2BA
CEP128
TMEM196
UBL4B
SCART1
GCNT7
ZNF789
PLEKHH3
TLR1
DDX17
CREB1
CAB39
Cl70rf62
CIC
BABAM1
AC009119.2
ZBTB2
MAGEB17
AATK-AS1
RNPC3
C4BPA
MSH5-SAPCD1
KLHL15
YWHAH
TRAPPC12
CAP1
ADPGK
TUBGCP6
RAB32

0.377164059
0.377225297
0.378242464
0.378353356
0.378360132
0.378930386
0.378934225
0.379010885
0.379046387
0.379159829
0.379172959
0.379614791
0.380359342
0.380509905
0.380807951
0.380961997
0.381412095
0.381596804
0.381698722
0.381848529
0.381930805
0.382275025
0.382594113
0.384035264
0.384766764
0.385163509

0.38545922
0.385852421
0.388212889
0.388753916

0.38882939
0.388843347
0.389378974

0.38962588
0.389933128

0.39014969
0.390229263
0.390403744
0.390449207
0.390777488
0.390918445
0.391446145
0.391926629
0.391979176

1.142037
0.875154
1.142373
1.141026
0.876711
1.143004
0.876394
0.876791
1.141389
0.874668
1.141174
1.141663
1.143492
1.140415
1.140124

0.87695
1.139894
1.140182

1.14051
0.875709
0.875329

0.87717
0.877389
0.877722
0.876087
0.877758
1.139434
1.139911
1.138557
0.878962
0.878944
1.137617
1.137416
1.137639
0.877335
0.876144
0.878508
1.137774
1.137935

0.87861
0.878712
0.879069
0.878727
1.137256

0.85049

0.65093
0.849616
0.850787
0.654211
0.848678
0.653218
0.654143
0.850091
0.648982
0.850222
0.849541
0.847473
0.850217
0.850329
0.653739
0.850224
0.849862
0.849505
0.650391
0.649443

0.65374
0.654143
0.654366
0.650112
0.653997
0.848528
0.847874
0.847904
0.655474
0.655398
0.848464
0.848375
0.848033
0.651027
0.648044
0.653765
0.847494
0.847317

0.65379
0.653983

0.65464
0.653607
0.847161

1.533526
1.176615
1.536005
1.530277
1.174885
1.539403

1.17582
1.175222
1.532504
1.178837
1.531691
1.534232
1.542908
1.529664
1.528682
1.176373
1.528255
1.529677
1.531201
1.179086
1.179783
1.176961
1.176826
1.177316
1.180609
1.178077
1.530073
1.532536
1.528843
1.178651
1.178738
1.525312
1.524932
1.526146
1.182312
1.184532
1.180511

1.52748

1.52823
1.180739
1.180666
1.180438
1.181384
1.526687
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AARSD1
CALD1
HIST1H3F
PATL1
ANAPC1
TMOD3
CCDC183
MYSM1
FAMA47E
PGBD4
ABCA10
ZBTB6
DHPS
RLF
BRCC3
COL3A1
ETS1
GCC1
CCS
ZNF169
SNX12
RSRP1
PLEKHF2
TMED3
CABP4
GAS7
DOHH
NEK1
NME1
SRRM5
GPS1
SMARCA5
PPP1R3F
SEC61B
CTBS
ARMCX1
MINDY?2
CAPN10
CPSF4L
INTU
ZNF724
CAPZB
SF1
LUZP1

0.392476012
0.392722065
0.393483615
0.393489699

0.39376752
0.395023916
0.395355108
0.395731086
0.395975203
0.396506177
0.396615623
0.396864437
0.396917929
0.397045304
0.397824175
0.398277842
0.398564018
0.398630247
0.399173837
0.399292268
0.399657769
0.400469807
0.400917554
0.401574983
0.401714097
0.401772425
0.402305669
0.402426525
0.402429431
0.402553679
0.403544501

0.40379001
0.404241329
0.404383778
0.404799644
0.404826698
0.405428755
0.405596477
0.405967541
0.406265755
0.406871352
0.407348745
0.407607344
0.407637201

0.879187
1.136276
1.137532
1.136911
0.87861
1.140484
0.87988
0.879338
0.879681
0.880685
0.879776
0.880793
1.136367
0.880498
1.135423
1.13555
0.880705
1.134831
0.880568
0.879791
1.134645
0.879688
0.881884
1.135449
0.881785
0.87938
1.1337
0.881922
1.134112
1.133531
0.881015
1.13383
1.133375
1.13354
1.135179
0.882384
0.882044
0.882409
0.882294
0.882456
0.881905
1.134061
0.883358
1.13196

0.65451
0.847714
0.8461
0.846697
0.652567
0.842432
0.655034
0.653548
0.654291
0.65655
0.654262
0.656668
0.845413
0.655867
0.845859
0.845494
0.655756
0.846016
0.655167
0.653197
0.845658
0.652456
0.657716
0.843846
0.657143
0.651155
0.845202
0.657191
0.844725
0.845239
0.654474
0.844287
0.844504
0.844263
0.842395
0.657355
0.656258
0.657101
0.656661
0.656943
0.655315
0.84216
0.658649
0.844143

1.180991
1.523065
1.529346
1.526598
1.182952
1.543986
1.181905
1.183135
1.182713
1.181337
1.183021
1.181411
1.527456
1.182064
1.524114
1.525113

1.18282
1.522242
1.183514
1.184989
1.522387
1.186057
1.182455
1.527822

1.18322
1.187595
1.520672
1.183502
1.522637
1.520153
1.185971

1.52267
1.521058
1.521934
1.529725
1.184445
1.185512
1.184971
1.185457
1.185384
1.186845
1.527139

1.18473
1.517912
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C8G
KLHL28
LUC7L3
PAHTM
ROCK1
LYPLA1
USPL1
HIST1IH2AM
NRBF2
MYO1B

ARPC4-TTLL3

BMPR2
CD70
TNK2
YPEL3
SLC25A4
APAF1
LRRC14
FBXW5
KIR3DX1
FBX028
DCP2
VPS13B
MPP5
NDUFAF7
INVS
AGO3
RPS19BP1
C9orfl131
RIF1
MEF2D
FAP
LSM7
HIST1H3H
CPT1A
SYF2
DPP7
PRR13
SRSF2
NPEPL1
BPIFA2
FNBP4
MNT
KLK14

0.408106318
0.408825586
0.409006669
0.409349601
0.409798053
0.410277243
0.410322439
0.410517454

0.41137866
0.411564844
0.411719343
0.411928237
0.412189602
0.412591572
0.413372411
0.413754825
0.414907088
0.415681086
0.416566114
0.417073358
0.417078901
0.417254808
0.417773384
0.417868384
0.417992299
0.418106001
0.418259509
0.418388956
0.418546233
0.418666179
0.419526718
0.419636703
0.419691255
0.420354733
0.421630775
0.422019077
0.422317029
0.422520571
0.423637105
0.423973348
0.424861709
0.424958074
0.425481149
0.425617741

0.883076
1.131375
0.883144
0.882621
0.883717

1.13332
0.883375
1.131427
1.131827
0.884206
1.131675
0.884111
1.130312
0.883556
0.884116
0.884777
0.883177
0.884393
1.131338
1.129714
1.131223

1.12885
0.885147
1.128979
0.885727
1.129412
0.885511
1.129274
0.884589
1.130238
0.885999
1.129898
0.885027
1.128209
1.127581
0.886271

0.88684
1.129542
1.126874
0.885888
0.886651

0.88612
1.128054
0.887609

0.657736
0.844114
0.657534
0.656079
0.658647

0.84135
0.657568
0.843166
0.842296
0.659148
0.842272
0.658758
0.843434
0.657082
0.658172
0.659685
0.655158
0.657909
0.840033

0.84147
0.839878
0.842285
0.658952
0.841824
0.660339
0.841239
0.659676
0.841234
0.657209
0.840065
0.660392
0.839906
0.657844
0.841322
0.841317
0.660047
0.661381
0.838737
0.841014
0.658243
0.659828
0.658423
0.838751
0.661977

1.185619
1.516393
1.186165
1.187389
1.185697
1.526611
1.186723
1.518238
1.520881
1.186106
1.520516
1.186554
1.514765
1.188088
1.187625
1.186673
1.190555
1.188842
1.523663
1.516694
1.523634

1.51291
1.188986
1.514086
1.188045
1.516299
1.188658

1.51594
1.190637
1.520642
1.188678
1.520014
1.190667
1.512923
1.511247
1.190031
1.189156
1.521175
1.509899
1.192261
1.191447
1.192559
1.517145
1.190145
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RBM10
PITPNA
VGLL2
ZNF808
HIST1H2AJ
PRKDC
FAM221B
ATP5L2
PRR14
CASP8AP2
RNASEK
HSD17B10
DEGS1
PGGHG
CPSF2
KBTBDS8
CLDN12
DDX5
ZNF121
DDX51
ALKBH2
BICRA
TXNDC12
PDE5SA
ADCY5
ZNF221
APP
CEP120
ZRANB2
ZNF837
BRICD5
TATDN2
EXQOSC4
NEK6
ANKRA2
RRP36
AP003108.2
LUC7L
ATF7
UBE4A
C9orf16
NFKBID
ANKMY2
STX17

0.426045472
0.426178135
0.427258357
0.427302979
0.427504938
0.427599837
0.428164038
0.429032078
0.429080228
0.429517954
0.430616676
0.430962491

0.43185912

0.43231039
0.432468167
0.432519567

0.43257323
0.432846403

0.43387415
0.434431124
0.434592543
0.434622904
0.435031814
0.435131332
0.435650352
0.435974481

0.43600973
0.436319475
0.436691891
0.436796347
0.436978249
0.437527695
0.437942654
0.438088421
0.438476369
0.438514415
0.438705769
0.438967957
0.439496954
0.441340969
0.441518058
0.442586306
0.442704486
0.443145428

0.886671
0.887576
1.126383
0.887867
1.126193
1.127005
0.887077
0.888442
0.887857
1.126155
1.126208
1.125814
1.126777
0.888578
1.127055
0.885957
1.127161
0.887667
1.124182
0.889411
1.124383

0.88852
1.124897
0.889139

0.88958
0.887496
1.124135
0.889018
0.889732
0.889546
1.123769
1.124135
1.124407
0.890196
0.890026
1.123875
0.890246
0.889925
1.123711
1.123733
0.891357
0.890933
1.122026
0.890403

0.65938
0.661658
0.839621
0.661938
0.839697
0.838757
0.659531
0.662699
0.661162
0.838663
0.838015
0.838266
0.836715
0.661669
0.836076
0.654779
0.835902
0.659071
0.838527
0.662943
0.837915
0.660534
0.837102
0.661934
0.662867
0.657286
0.837434
0.661112
0.662821

0.66229
0.837329
0.836618
0.836085
0.663446
0.662835

0.83638
0.663313
0.662358
0.836037
0.835013
0.665048
0.663468
0.836244
0.661828

1.192309
1.190632
1.511086

1.19091
1.510439
1.514312
1.193128
1.191083
1.192279
1.512199
1.513512
1.511997
1.517395
1.193303
1.519303
1.198755
1.519906
1.195551
1.507149
1.193244
1.508789
1.195197
1.511636
1.194332
1.193833
1.198335
1.508991
1.195492
1.194322
1.194782
1.508196
1.510462
1.512156
1.194444

1.19509
1.510192
1.194816
1.195677
1.510369
1.512282
1.194678
1.196383
1.505472
1.197923
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C8B
KCNAB3
MAB21L1
POMT1
LENGS8
PPP1R9A
GJC1
ZNHIT2
BPIFB4
NPIPB15
MED11
WDR36
ANAPC5
HDGF
DOCK11
FBXL15
RB1CC1
AC090004.1
ANKRD26
TUT1
ITGB1BP2
TMEM154
VGLL4
PAPOLB
TGIF2-C200rf24
7-Sep
SH3GLB2
CEBPD
KMT2A
MYH7B
EVI5
UBE2H
SGSM2
KAZALD1
SORL1
SURF2
CLDN20
MXD3
SPACA4
GPS2
PHC3
TMEM®62
TAS2R30
NME4

0.443318348
0.443698871
0.443847795
0.444278314
0.444288081
0.444410998
0.444415782
0.444669338
0.444790035

0.44533977
0.445381761
0.445497627
0.445987355
0.446026395
0.446298891
0.446453228

0.44697713
0.447169993
0.447492957
0.448002941

0.44812889
0.448333492
0.449090316
0.449399617
0.449940568
0.449978976
0.450706771
0.450707801
0.450794652
0.450838541

0.45092068
0.451298271
0.451524722

0.45191793
0.452463815
0.452898473
0.453129419

0.45464463
0.454715259
0.454755956
0.454771238
0.454899229
0.454980781
0.455132255

0.89013
1.123775
0.891675
0.889907
0.890851
0.891977
1.121871

1.12366
0.891835
0.891599
1.121511
1.121402
0.888348
1.124707
0.891608
0.892332
1.121816
0.891516
0.892331
1.121923

1.12191
1.121984

1.12103
0.892919
0.893024
1.120126

0.89304
0.893114
0.892674
0.892716
0.893279
1.121656
0.893227
1.119412
0.893064

0.8929
1.119943
1.118138
1.118535
0.892908
1.119097

0.89414
0.894438
1.119019

0.661031
0.833681
0.664893
0.660026
0.66252
0.665454
0.8355
0.833283
0.664915
0.664052
0.835397
0.835462
0.655169
0.831322
0.663662
0.665524
0.834175
0.663042
0.665074
0.833491
0.833437
0.833239
0.833951
0.665826
0.665873
0.834541
0.665586
0.665784
0.664567
0.66466
0.666134
0.832003
0.665735
0.83434
0.66489
0.664259
0.833046
0.834396
0.833877
0.663472
0.833168
0.666731
0.667502
0.833065

1.19863
1.514811
1.195807
1.199853
1.197875
1.195608
1.506399
1.515226
1.196198
1.197118
1.505615
1.505206
1.204517

1.52163
1.197845
1.196435
1.508642
1.198718
1.197242
1.510168

1.51023
1.510788
1.506933
1.197467
1.197663

1.50344
1.198224
1.198066
1.199078
1.199022
1.197878
1.512148
1.198458
1.501886
1.199543

1.20024
1.505645
1.498367
1.500366
1.201686
1.503152
1.199114
1.198528
1.503129
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CRIPAK
USP3
HELQ
SPATAL
IMP4
OXSR1
PEX6
MEF2A
ZER1
TNPO1
DENND4B
ATP7A
APH1A
EPB41L2
ADCK?2
VAMP3
FAM208B
PTPRJ
OXR1
PIGBOSL
CDRT4
BIRCG6
PITX2
NIPSNAP1
EMP1
HBG2
ZNF658
ELMODS3
CCNT1
NFAT5
SSNAL
ABHD18
KLRC3
MT-ND1
OCEL1
EXOSC1
CXCR1
GEMINS
FBXL4
NR1D2
HIST1H3B
ANKHD!1-
EIF4EBP3
RAB40C

0.456085005
0.456630099
0.456721053
0.456983639
0.456996875
0.457041587
0.457427107
0.457944839

0.45833844
0.459013657

0.45925777
0.459281313
0.459473011
0.460295766
0.460543541

0.46117459
0.461473066
0.461477334
0.461523292
0.461712689
0.463080149
0.463158698
0.463176161
0.463542337
0.463799915
0.464188996
0.464409155
0.464541264
0.464630778
0.464763075
0.466226846

0.46635637
0.466552886
0.467522074
0.468113592
0.468138004
0.468417891
0.468649895
0.468934121
0.469187325
0.469210639
0.469234379

0.469836055

0.893318
0.893279
0.894712
0.894026
1.118503
1.118826
1.118785
0.89486
0.894301
1.118959
1.116953
1.117793
0.893843
0.893318
1.116995
0.89511
1.116879
1.117151
0.895706
0.895575
0.894985
0.895845
1.116303
0.89578
1.1162
0.895296
0.895716
1.117044
1.116518
0.896325
0.896398
0.896716
1.115374
0.896568
0.89558
0.897078
0.896547
0.894583
0.896437
0.897351
1.114894
0.896703

0.896967

0.663995
0.663652
0.667489
0.665516
0.832675
0.832256
0.832096
0.667358
0.665668
0.831012
0.833338
0.832294
0.66393
0.662143
0.832586
0.666627
0.832222
0.831883
0.6681
0.667659
0.665449
0.667763
0.832007
0.667418
0.831794
0.665807
0.66686
0.830334
0.830941
0.668375
0.667932
0.668749
0.831323
0.667827
0.664846
0.668962
0.667374
0.661872
0.66684
0.669254
0.830471
0.667442

0.667905

1.201842
1.202358
1.199286
1.200997
1.502445

1.50407
1.504249
1.199918

1.20146

1.50668
1.497092
1.501225
1.203373
1.205202
1.498558
1.201905
1.498902
1.500243
1.200852
1.201294
1.203697

1.20183
1.497743
1.202278

1.49785
1.203883
1.203111
1.502753
1.500241
1.202018
1.203011
1.202394
1.496481
1.203655
1.206388
1.202982
1.204417
1.209114
1.205084

1.20319
1.496728
1.204714

1.204587
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HAUS7
PSMG4
ARFIP2
SRSF6
CHD1
AKR7A2
TCTN1
ZNF770
GPATCH2L
WDFY3
HIST1H1A
ANAPC4
ZNF700
CHKB-CPT1B
HNRNPH3
ZSCAN12
CDK3
ZNF823
COPB1
PNPLA2
RANBP6
OFD1
KRTAP5-9
TMBIM1
LACC1
Clorf35
SLCOC1
ARL17A
GPX4
GAPVD1
UBQLN2
MDFIC
VMA21
TCN2
TP53111
ANO6
SSTR2
THAP6
PRR16
CEP295
DAZAP2
STRN
EBLN2
SC02

0.470104397
0.470650999
0.471371271
0.471723588
0.471819183
0.472025551
0.472051067
0.472199043
0.472519236

0.47323494
0.473634226
0.474523892
0.475564657
0.475828585
0.475835104
0.475842447
0.476153326
0.476854931
0.478297426
0.478917824
0.479838295
0.480401863
0.480928592
0.481083026
0.481707444
0.483185298
0.483248001
0.483959548
0.484019738
0.485459632
0.485516754
0.486105664
0.486432536
0.486538103
0.486739403
0.487032524
0.487265692
0.487558655
0.487972114
0.488151349
0.488615979

0.48909451
0.490397327
0.490925673

1.114345
1.113961
0.896769
0.896928
1.113782
0.897368
0.897998
1.115471
1.114124
1.113202
0.898229
0.898552
0.896886
1.114072
1.113887
0.898726

1.11288
0.899021
0.898342
0.899108

0.89948
0.898004
0.898951
1.111937
1.111669
1.111115
1.110787
0.900681
0.900379
0.900775

1.11001
1.110126
1.110018
0.901117
0.900729
1.110955
1.109773
0.901472
1.110159
1.109682
1.109073
1.112147
0.901369
0.901976

0.830678

0.83087
0.666675
0.666958
0.830457
0.668042

0.66978
0.828079
0.829632
0.830427

0.66972
0.670225
0.665118
0.827863
0.828101
0.670122
0.829234
0.670495
0.667949
0.669819
0.670449
0.666052
0.668471
0.827738
0.827747
0.827663
0.828066
0.671989
0.671108
0.671581
0.827849
0.827364
0.827328
0.672065
0.670868
0.825724
0.827195
0.672615
0.826276
0.826825
0.827394
0.822941

0.67103
0.672527

1.494882
1.493505
1.206278
1.206193
1.493768
1.205417
1.203978
1.502604
1.496174
1.492267
1.204706
1.204664
1.209415
1.499231
1.4983
1.205315
1.49355
1.205434
1.208203
1.206887
1.206748
1.210732
1.208897
1.493715
1.492979
1.49164
1.490036
1.2072
1.207977
1.208188
1.488342
1.489526
1.4893
1.208235
1.209346
1.494714
1.488881
1.208197
1.491576
1.489304
1.486648
1.50299
1.210774
1.209707
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PRKG1
CHRNA10
TMEM184C
ANKRD36C
PXT1
HSPA4L
COPS7B
ZBTB37
CENPS
UQCRB
GNB1
ITPRIPL2
ZFAND3
THOC6
TAS2R31
ZNF45
CTRL
ADAT2
AC012309.1
HS1BP3
7773
ORC5
MTOR
WASL
NDUFB7
SPG11
HIST1H1C
PACRGL
SDF2L1
SWI5
ANKRD23
ZNF701
CMTM3
RAB23
CAMSAP2
ERGIC3
STK17A
T
TARDBP
ZNF81
NR2C1
L3MBTL1
FBXO38
ZNF593

0.49122816
0.491380956
0.491905344
0.492560245
0.493552419
0.493711191
0.493907825
0.493918471
0.494522228
0.495492289
0.495865025
0.496758254
0.496903418
0.497565379
0.498092755
0.498303935
0.498351881
0.498355841
0.498499672
0.498941755
0.498958527
0.499255014
0.500243072
0.500556609
0.500882775
0.501263475
0.501794846
0.502158703
0.502971556

0.50320465
0.503229802
0.503542383
0.504267348
0.504331683
0.505485386
0.506087235
0.506596658
0.507144381
0.507358893
0.507439839
0.507727304
0.508292555
0.508320188
0.508606383

0.90155
0.902038
1.108633
0.900941

0.90096
1.108335
0.901241

0.90243
1.109755
1.107405
0.900235
0.902564
0.902911
1.107454
1.107084
1.107163
1.106831
0.902749
1.106395
0.902831
0.903528
1.108035
0.903356
0.903167
0.903239
1.106171
1.105827
0.904444

1.1059
1.105506
0.903758
1.105891
1.105473
1.106214
1.105753
1.105651
1.104519
0.905405
1.106294
0.904532

0.90469
0.905273

0.90503
0.905341

0.67117
0.672497
0.826159
0.668813

0.66841
0.825557
0.669053
0.672466
0.823127
0.825851

0.66526
0.671548
0.672483
0.824614
0.824836
0.824606
0.825047
0.671344
0.825581

0.67131
0.673327
0.822835
0.672232
0.671538
0.671596
0.824339
0.824528
0.674517
0.823757
0.824191
0.672016
0.823445
0.823635

0.82253
0.822536
0.822339
0.823692
0.675022
0.820675
0.672313
0.672643
0.674095
0.673365
0.674147

1.211009
1.209926
1.487688
1.213634
1.214416
1.487974
1.214008
1.211036
1.496194
1.484946
1.218205
1.213051
1.212295
1.487307
1.485914

1.48654
1.484856
1.213917
1.482725
1.214199
1.212433
1.492088
1.213944
1.214692
1.214781
1.484358
1.483095
1.212748
1.484678
1.482839
1.215417
1.485217
1.483751
1.487738
1.486487
1.486568
1.481089
1.214418
1.491317
1.216961
1.216789
1.215733
1.216397

1.21582
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TMEM106C
JPT2
ADAMTSL1
BTAF1
HIVEP2
CDK19
PFDNG
SLAINZ2
COX17
LAT
KLHL5
COPE
TNFAIP6
MT1H
MYL6B
CEP44
GNRH1
TOR1AIP2
PDGFC
MUL1

NIN

PGM3
ICE2
UNC119
TRAPPCS8
TMEM110-
MUSTN1
TMEM200B
MAP4
ABCA1l
FMO4

SON
GALK2
AL121594.3
RGL3
NDUFB11
DLEU1
RABGEF1
MAZ

ESR2
MAP7D3
MRPL43
CUX1
ASCC3

0.508769676
0.508775624

0.50886055

0.50942745
0.509706097

0.50974844
0.510060829
0.510396272
0.510921239
0.511724399
0.512051695
0.512639733
0.512772485

0.51332435
0.513725974
0.514131634

0.51438087
0.514449246
0.514821754
0.515065974
0.515412706
0.516047587
0.516078997
0.516086046
0.516174064

0.51618682

0.516592361
0.516710027
0.516753671
0.516798624
0.517240171
0.517287917
0.517329696
0.517432807
0.517434482
0.517458229
0.518143092
0.518661406
0.518665797
0.518700599
0.518773291
0.519667616
0.519669764

1.105248
1.105573
0.905713
0.905482
1.103788
0.905637
1.104202
1.103983
1.103689
0.904487
1.103201

0.90643
1.104447
1.103314
1.105574
0.906226
0.906491
1.102595
1.102577

0.90731
0.906331
1.103282

0.90541
1.102109

0.90708
0.905654

1.102047
1.102193
0.906587
0.905771
1.101607
0.906391
0.907367
0.907122
1.103018
1.102319
0.907888
1.102213
0.907167
1.101314
0.908109
0.908277
1.101052

0.821386
0.820908
0.675127
0.674181
0.822989
0.674487
0.822178
0.822308
0.822442
0.670152
0.822517
0.675481
0.820255
0.821619

0.81803
0.674167

0.67484
0.822045
0.821858
0.676963
0.673873
0.820094
0.670809
0.821834
0.675749
0.671486

0.821636
0.821348
0.673999
0.671542
0.821928

0.67316
0.676062
0.675278
0.819685
0.820726
0.677241
0.820191
0.674826
0.821532
0.677608
0.677691
0.821372

1.48721
1.488952
1.215052

1.21614
1.480395
1.216003
1.482965
1.482145
1.481112
1.220762
1.479667
1.216341
1.487102
1.481589
1.494192
1.218162

1.21766
1.478892
1.479179
1.216036
1.218977
1.484258
1.222057

1.47797
1.217601
1.221484

1.47816

1.47907
1.219437
1.221698
1.476455
1.220431
1.217809
1.218565
1.484289
1.480527
1.217085
1.481208
1.219503
1.476379
1.217019
1.217322
1.475965
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GPR65
KIAA0141
POLG2
ATM
AGAPS
SH3KBP1
BCSI1L
APBA3
IFNK

TTN
PDE6C
MANF
SLC25A2
ZNF805
MMP17
PARDG6B
PPP4R2
GPR4
AC020915.1
PTOV1
STYXL1
PTPNZ20
TWISTNB
BGLAP
ANKRD50
SEMAGB
F8A1
RIMS1
COMTD1
COL8A2
ALG11
ARHGAP42
IRAK4
CDKL4
SRSF5
PHPT1
HNRNPDL
RANBP2
ITPA
ZBTB41
BST1
LAMTOR2
FCGR3B
ATPIF1

0.519955926
0.520065535
0.520296712
0.520846644
0.521311471
0.521990041
0.522284787
0.522665395

0.52267894
0.523331444
0.523397524

0.52342948
0.523678991
0.523999182
0.524447542

0.52459379
0.525261972
0.525738085
0.526450512
0.526454463
0.526851576

0.52723361
0.527704709
0.528085004
0.528187736
0.528208166
0.528485743
0.528600929
0.529601068
0.529879929
0.530371273
0.530594196
0.530725104
0.531166233
0.531799115
0.531986875
0.532693741
0.532840231
0.533043419
0.533978084
0.534964332
0.535446005
0.535447524
0.537091192

0.906822
0.908188
1.100818
0.907823
0.90799
1.100888
1.101247
0.907781
1.100993
0.908428
0.908253
0.909017
0.908908
0.908045
1.101068
0.909274
1.10101
1.099713
0.909256
1.100129
1.09969
0.909204
1.100249
0.909068
0.909948
1.098765
1.099583
0.909187
1.098628
0.910006
0.909846
1.098579
0.909969
0.910429
0.909847
1.097991
1.097998
0.9105
1.097786
1.098306
0.911063
1.097205
0.910693
0.911464

0.673172

0.67723
0.821369
0.675759
0.676041
0.820282

0.81956
0.674759

0.81972
0.676395
0.675835
0.678137
0.677687
0.674914
0.818573
0.678361
0.818186
0.819923
0.677412
0.818856

0.81931
0.676874
0.817936
0.676048
0.678689

0.81997
0.818521
0.676162
0.819373

0.67805

0.67732

0.81887
0.677527
0.678725
0.676627
0.818989
0.818564

0.67813
0.818698
0.817316
0.678834
0.818219
0.677452
0.679038

1.221569
1.217908
1.475341
1.219582
1.219522
1.477483
1.479751
1.221276
1.47878
1.220058
1.2206
1.218504
1.219021
1.221705
1.481055
1.21879
1.481599
1.474978
1.220448
1.478018
1.476019
1.221277
1.480004
1.222405
1.220006
1.47235
1.477156
1.22252
1.473057
1.221313
1.222199
1.473832
1.222157
1.221232
1.223453
1.472041
1.472824
1.222494
1.472014
1.4759
1.222738
1.471317
1.224238
1.223448
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PROK2
PRR22
PRKD2
ITCH
DNAJC16
TMEM159
TAZ
ARMCX6
BLID
ARFGEF2
P3H3
C3orf35
MAT2A
PEAK1
XPO6
LRRFIP1
PLGLB1
PAXBP1
C190rf43
ORA4C6
DICER1
IFITM1
PPRC1
CEP192
RWDD1
F7
ZCCHC6
HIST1H4F
CEP350
GAB1
PI4K2A
MMAB
AC135178.2
LAYN
UsSB1
DUS4L
SNRK
RNF111
ROMO1
FBXL13
AAAS
CDK17
PCDHGC3
YAE1D1

0.537146351
0.537328136
0.537462769
0.538353375
0.538571042

0.53875058
0.538824448
0.539208207
0.541335168
0.541842366
0.542139347
0.542536534
0.542686694
0.543176201

0.54336897
0.543466347
0.543560288
0.544028029
0.544268299
0.544527218
0.545046678
0.545065717
0.547072304
0.547650124
0.548531796
0.548645135
0.548863454
0.548889151
0.548892783
0.549736968
0.549743521
0.550180767
0.550873964
0.551061866

0.55148377
0.552394524
0.553310656
0.553311306
0.553454885
0.553573524
0.553958662
0.554305614
0.554744711
0.555114216

0.910806
1.097885
1.097508
1.097717
0.911766
1.09727
0.910496
0.911081
0.912768
0.912165
1.095531
0.912765
0.912451
0.911832
1.095359
1.095297
0.912826
0.913137
1.095975
0.912452
0.91289
1.09521
1.094533
0.913713
1.094593
1.094337
1.093967
1.0947
0.913972
0.9143
0.914541
0.914581
0.913496
1.093355
1.093647
1.093631
0.914631
0.914345
0.91481
1.094623
1.093545
1.092718
0.915211
1.092809

0.676965
0.816008
0.816539
0.81567
0.67925
0.81616
0.675169
0.6768
0.681024
0.67888
0.816998
0.68042
0.67936
0.677171
0.816553
0.816596
0.680104
0.680851
0.814993
0.678446
0.679566
0.815787
0.815721
0.68087
0.814745
0.815108
0.815602
0.814348
0.681071
0.681691
0.682458
0.682368
0.678557
0.815324
0.814572
0.814049
0.68095
0.680032
0.681452
0.811634
0.813248
0.814462
0.682086
0.813816

1.225422
1.477133
1.475157
1.477291
1.223875
1.475203
1.227843
1.226461
1.223372
1.225614
1.469021
1.224449
1.225517

1.22781
1.469361
1.469118
1.225182
1.224671
1.473828
1.227171
1.226324
1.470341
1.468642
1.226183
1.470562
1.469222
1.467338
1.471569
1.226517
1.226279
1.225548
1.225818
1.229778
1.466195
1.468334
1.469234
1.228504
1.229392

1.22808
1.476279
1.470451
1.466039
1.228013
1.467447
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RPL36A
CYHR1
GTF2H2C
ZGLP1
TACSTD2
RNASEH2C
IRF9
JUND
FBXW12
HIST1IH1T
PARP16
RAB17
ZEB1
USP53
STIM1
GPATCH2
RNF208
BRD4
AC087632.1
TAOK1
PMS2
RPP21
ATRAID
7-Mar
TNFAIP1
NOXRED1
ACSM6
NME2
TMEM214
CEPS85L
ZDHHC12
PARP4
GSTP1
CHCHD10
DCTNS5
FUS
DFNB59
NAA38
MRPS26
EPHB4
ZBTB45
SGMS2
CFAP54
SLC30A4

0.555408029
0.555501762
0.555613338
0.556353615
0.55658276
0.556655896
0.556939571
0.557094477
0.557657008
0.55774734
0.558110849
0.558311932
0.558328221
0.55859908
0.55881786
0.559196858
0.560203724
0.560429794
0.561285372
0.561424741
0.561766198
0.561876668
0.561960741
0.561992345
0.562289651
0.5624023
0.563035105
0.563284952
0.563678823
0.563761728
0.563819683
0.563986964
0.564716755
0.565537306
0.566041334
0.566140132
0.566295006
0.56702405
0.567061199
0.567264693
0.567653334
0.568594951
0.568828669
0.569350514

1.092356
1.092157
0.915646
0.91451
0.915028
1.0931
1.094404
0.915335
1.091957
1.091794
0.916104
0.915517
0.91574
1.091524
1.091596
0.914594
0.916328
1.090972
1.090707
0.91585
0.914064
0.916687
1.09226
0.91693
1.090732
0.916276
0.916857
1.091
1.090589
1.092155
1.091067
0.917112
1.091148
1.089946
0.917051
0.917879
0.917408
1.090194
0.917513
1.089188
1.09003
1.089035
0.918384
1.088845

0.814421
0.81471
0.683047
0.679014
0.680563
0.812373
0.80994
0.681293
0.813753
0.813983
0.683264
0.681258
0.681971
0.813938
0.813679
0.67782
0.682923
0.813796
0.813744
0.680738
0.67477
0.683233
0.810584
0.683969
0.813086
0.681622
0.683194
0.812
0.812492
0.809652
0.811552
0.683539
0.810854
0.812501
0.682274
0.684949
0.683315
0.811139
0.683263
0.81281
0.811046
0.812269
0.685224
0.812148

1.465141
1.464087
1.227451
1.231683

1.23027
1.470838
1.478776
1.229777
1.465271
1.464422
1.228292
1.230329
1.229641
1.463776
1.464437
1.234077
1.229506
1.462555
1.461934
1.232164
1.238217

1.22991
1.471817

1.22924
1.463186
1.231712
1.230437
1.465864
1.463872

1.47323
1.466855
1.230501
1.468334

1.46213
1.232617
1.230023
1.231696
1.465252
1.232072
1.459542
1.464978
1.460103
1.230881
1.459814
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RABSB
NPIPB4
FAM186A
GFM2
Clorf100
NDUFB1
RHBDL1
USP37
GTPBP3
MAP3K1
MAPKAP1
RFNG
ZSCAN20
FBXO040
N4BP2
ZNF268
TIAL
GUCY1A3
TSEN54
ZBED6
ABHD17A
FAM217A
PIK3C2A
ACTL10
HSBP1L1
TMF1
TMEM263
C8orf82
CYP2E1
RASA2
TAF1B
PYGO1
ECSIT
CENPX
CDH11
SPRN

SP3
LZTS2
COL27A1
CSTB
ZNF251
SMDT1
CCDC88A
SST

0.570135737
0.570557698
0.570717378
0.571073461
0.571251635
0.571598817

0.57191349
0.572441385
0.573386932
0.573489543
0.573705221
0.573772844
0.574717749
0.574786756
0.575928224
0.575948187
0.576123648

0.57642224
0.577024345
0.578335291
0.579537209
0.579645061
0.580071982
0.580340095
0.580753746
0.580870246
0.580934659
0.581673444
0.582002243
0.582191229
0.582546248
0.582610042
0.582654598
0.582884342
0.582943142
0.582980235
0.583738049
0.584465079
0.585559515
0.586283214
0.587395416
0.587630809
0.587655488
0.588234284

1.089743
0.918471
0.918475
1.089302
1.088247
1.088337
0.918644

0.91814
0.919044
0.919083
1.087793
0.918946

0.91946
0.919358
1.087652
0.919469
0.919442

0.91886
0.919286
0.918679
0.919812
0.920337
0.920157
0.920801
0.920657

0.92046

1.08616
0.919718
0.920152
0.919782
1.086354
1.086158
0.921017
1.086303
1.085759

0.92118
0.920916
0.921218
0.920747

1.08567

0.92203
0.921836
1.084604
0.922217

0.810025
0.684611
0.684544
0.810247
0.812071
0.811689
0.684477
0.682523
0.685038
0.685116
0.811388
0.684509
0.685733
0.685353
0.810265
0.685114
0.684931
0.682819

0.68393
0.681193
0.684364
0.686078
0.685244
0.687284
0.686575
0.685844
0.809938
0.682901
0.684192
0.682837
0.808552
0.808885
0.686783
0.808435
0.809439
0.687165

0.68586
0.686498
0.684301
0.807491
0.687704
0.686908
0.808687
0.687894

1.466053
1.232216
1.23235
1.464465
1.458347
1.459276
1.232921
1.235095
1.232985
1.23295
1.458359
1.233675
1.232852
1.23326
1.46
1.23399
1.234247
1.236496
1.235635
1.238962
1.236264
1.234582
1.235602
1.233661
1.234548
1.235335
1.456584
1.23866
1.237488
1.238947
1.459604
1.458477
1.235138
1.459677
1.456405
1.23489
1.236531
1.236191
1.238894
1.45968
1.236199
1.23711
1.45466
1.236358
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SMARCAD1
LY6G5B
TARBP2
SMIM26
GMPPA
PMF1
TNRC6B
CBWD6
HK1
BCLAF1
UHRF1BP1L
HIST1H4B
GABPB2
BTBD7
SLC5A3
RNF215
STX10
CNPY2
IMP3
GADD45GIP1
UBR5
SLC25A28
AP001931.1
KLF11
ZNF688
DDB1
DDRGK1
KLRC4-KLRK1
TMED2
ZNF771
NPHP3
NECAB3
SUGP2
CCDC12
NUDT13
CEP131
ZBTB1
TRIP11
CYP39A1
ZNF114
HNRNPUL2
POLR2J
TNFRSF1A
ATG4D

0.58834311
0.588688367
0.589531589
0.589878577
0.589952694
0.590162121
0.591326084
0.591668095
0.592208456
0.593436323
0.594212343
0.594405267
0.594830105
0.596135233
0.596611313
0.597112805
0.597690511
0.598650006
0.598654139
0.599311393

0.59958246
0.600252641
0.600760924
0.601477023
0.601487825
0.601511755
0.602405969

0.60244283
0.602709998
0.603841255
0.604175634
0.604219954
0.604733246
0.605190632
0.605942336
0.606012816
0.606177541
0.606837692
0.606891185
0.606914878
0.607183365
0.607924236
0.608254103
0.608830445

1.084345
0.920992
1.084301
1.084305
1.085476
1.084015
0.922595
1.083957
0.922488
1.083209
1.083166

1.08282

1.08311
0.923507
0.923911
1.082188
0.923361
0.924031
1.082334
1.082174
0.924223
0.924313
0.924186
0.924891

0.92383
1.082189
0.924869
0.925072
1.081316
1.081496
0.925028
0.925334
0.924002
0.925208
0.925556
1.080586
0.924963
1.080269
0.925861
1.080216
1.080598
1.080179
1.080986
0.926038

0.808754
0.683434
0.808085
0.807855
0.805511
0.808244
0.687524
0.807394
0.686671
0.807744

0.80733
0.807899
0.807044
0.688063
0.689219
0.807427
0.686691
0.688514
0.806133
0.806032
0.688673
0.688616
0.687888

0.68998
0.686222
0.804564
0.689386
0.690087
0.805573
0.804459

0.68896
0.690028
0.684998
0.689034
0.689854
0.804919
0.687601
0.805039
0.690411
0.805098
0.804123
0.804511
0.802598
0.689951

1.453847
1.241123
1.454931
1.455356
1.462748
1.453877
1.23804
1.455253
1.239291
1.452614
1.453245
1.451293
1.453611
1.239516
1.238522
1.450448
1.2416
1.240111
1.453169
1.452921
1.24034
1.240682
1.241657
1.239778
1.243711
1.455613
1.240789
1.240073
1.451443
1.453937
1.241982
1.240883
1.246396
1.242335
1.241791
1.450664
1.244263
1.449596
1.241607
1.449348
1.452131
1.450304
1.455936
1.242909
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HUS1
PHACTR2
BDP1
MAP4K3
ATR
RWDD2A
ARGLU1
CSNK1A1
ZFP37
HIST1H2BH
MORC3
RIN2
LBHD1
SNRNP35
TPST1
UCP3

SPTY2D1-AS1

SLC4AT
ENOX2
RAMP1
TP53113
VPS13A
NEKY7
JAK1
VMAC
AMOTL1
GDF9
AGAP9
PRR14L
STK36
MTG1
HIST1H3I
CTNNAL1
IDH3A
OSBPLS
AAK1
LNPEP
FBN1
TAX1BP1
ARSB
FGF21
NPRL3
ANAPC11
ZNF611

0.609589313
0.609674866
0.610053877
0.610149701
0.610234214
0.610463775
0.611091
0.612306354
0.612329701
0.61336876
0.613581869
0.614149691
0.614172548
0.614455842
0.614821354
0.614966636
0.615318816
0.615554921
0.615941714
0.61617854
0.616824808
0.617288269
0.617891795
0.618646223
0.618734341
0.61913456
0.619159422
0.619293906
0.619716692
0.619927234
0.620033285
0.620184277
0.620287467
0.620522975
0.620697103
0.620710122
0.621098928
0.621111765
0.621120002
0.621716001
0.621718095
0.621908172
0.622059859
0.62212646

1.079382
0.926601
1.079313
1.079615
1.079394
0.926621

1.07971
1.078851
0.926779
1.078723
0.926908
0.927346
0.926745
1.078348
1.078179
0.927573
0.927256
1.078617
1.078288

0.92719
1.077714
0.927377
0.928006
1.078025
0.927016

1.07734
0.928466
1.077671
1.077209
0.928023
0.928232
1.077504

1.07756

1.07723
0.927339

0.92764
0.928312
1.077318
1.077196
0.928885
1.076879
1.077143
1.077333
0.928422

0.805092
0.691501
0.804932
0.804228
0.804639
0.691127
0.803401
0.804423
0.690638
0.803992

0.69039
0.691657
0.689458
0.804074
0.804194
0.692019
0.690659
0.802758
0.803208

0.68992
0.803863
0.689963
0.691922

0.80196
0.687798
0.803131
0.692882
0.802298
0.803027
0.690802
0.691512
0.802061

0.80187
0.802436
0.687834
0.688933
0.691185
0.801845
0.802108
0.692947
0.802403
0.801689
0.801165

0.69099

1.447121
1.241631
1.447222
1.4493
1.447968
1.242357
1.451047
1.446898
1.243661
1.447331
1.244455
1.243348
1.245698
1.446178
1.445508
1.243307
1.244903
1.449271
1.447577
1.246058
1.444858
1.246485
1.244643
1.449122
1.249435
1.445172
1.24415
1.447561
1.445006
1.246706
1.245987
1.44754
1.448034
1.446128
1.250241
1.249056
1.246791
1.447429
1.446627
1.245156
1.445245
1.447243
1.448699
1.247437
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KCNIP2
QTRT1
LIN7C
SWSAP1
RRNAD1
ZNF562
EDRF1
AZIN1
AL355102.2
ZNF337
ZRSR2
ASXL2
RBM25
SLC25A10
EPSSL2
RPL38
EDC3
COG5
AIDA
RPN2
NDUFAS
TRMT1
RABEP2
CLK1
HEXDC
HDAC9
PMF1-BGLAP
ANKAR
TTC37
FAM46A
FAM19A2
CRTC3
CNOT4
CRACR2B
TBC1D12
AC244197.3
PTDSS2
NUP205
TMEM140
GABRR2
TIFA
PDEGA
VPS16
SFXN4

0.622731989
0.622928987
0.623252883
0.623854778
0.625081835
0.625186817
0.626755223
0.626924844
0.627037518
0.627039858
0.627845592
0.629147062
0.629779173
0.630347846
0.630958231
0.63099717
0.631019746
0.6311247
0.631169255
0.631378502
0.632199601
0.633357379
0.634596519
0.634964394
0.635069665
0.635327909
0.635688496
0.635691456
0.635867133
0.636031853
0.636678003
0.63668983
0.637819922
0.638500038
0.63872578
0.638730684
0.638976834
0.639061297
0.63942508
0.640087393
0.640109366
0.641034498
0.641615568
0.641811381

0.928958
0.928152
1.076351

0.92835
0.929348
0.928951
0.929619
1.076772
0.929928
0.928233
1.078782
0.929564
1.075145
0.928691
0.930272
1.075282
1.075419
0.930448
1.075075
1.074871
0.930749

1.07398
0.931099

0.93062
0.930713
0.931349
1.073544
0.931367
1.073528
0.931133

1.07343
0.931723
0.932016

1.07374
1.073405
1.074652
0.932272
1.073369
1.072952
0.931843
1.072578
1.072432
1.072642
0.932709

0.692627
0.689519
0.802536
0.689707
0.692699
0.691157
0.692727
0.799079
0.693719
0.687378
0.793922
0.691099
0.800797
0.687098
0.692688
0.799642
0.799313
0.693254
0.799997
0.800321
0.693754
0.801007
0.693644
0.691595
0.691888
0.694158
0.800407
0.694009

0.80032
0.692909
0.799984
0.694772
0.695213
0.797977
0.798607
0.795665
0.695497
0.798457
0.799187
0.693162
0.799594
0.799292

0.79838

0.69546

1.245928
1.249373

1.44359
1.249565
1.246843
1.248558

1.24752
1.450966
1.246565
1.253483
1.465851
1.250312
1.443482
1.255232
1.249345
1.445934
1.446899
1.248797
1.444738
1.443604
1.248706
1.439978
1.249841
1.252255
1.251977
1.249587
1.439887
1.249905
1.440001
1.251261
1.440344
1.249487
1.249479
1.444799
1.442759
1.451461
1.249655
1.442935
1.440498

1.25271

1.43876
1.438911

1.44112
1.250892
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TAF5L
TMEM134
ACVR1
LENG1
TMEM222
SPTBN1
C100rf35
TRAPPC11
FBRSL1
PPAN
MAN1A2
MRPL58
TSGA10IP
ICMT
YIPF4
TES

MITF
ACSF3
PRR25
CRYBA1
LRRCS8E
TMEM175
NAXE
EME2
METTL26
WDR92
PLA2G6
XAB2
SDC4
ZNF443
PBOV1
ZNHIT1
WAPL
TTC4
PTGES2
MIOS
MACROD1
KLHDC2
VPS41
XRN1
U2AF1L5
MRPL38
EFCAB2
KRTAP5-1

0.642113141
0.642239096
0.64327967
0.643522288
0.643655579
0.643786995
0.644496813
0.645026355
0.645142961
0.645205262
0.645613146
0.646598893
0.64719444
0.6482382
0.648471192
0.648716285
0.648797246
0.649597993
0.64975122
0.650567106
0.650750075
0.651153482
0.651635005
0.652238542
0.65262811
0.653215803
0.653365745
0.653566452
0.653902226
0.654109437
0.654218772
0.654313731
0.654603827
0.654610016
0.655830322
0.656831914
0.657483575
0.657875144
0.659934459
0.660041341
0.660530801
0.661068468
0.661689814
0.66177603

0.932728
0.932831
1.072134
0.932413

0.93299
1.072006
0.932042

0.93346

0.93295

1.07156
1.071454
0.933142
0.933849
0.932127
0.934099
1.071407
1.070825
0.934001
1.072355
0.933992
0.934518
0.934231
1.069776
1.071011
0.933993
0.934574
0.934651
0.934791
1.069872
0.933947
1.070015
0.934871
1.069801
1.071996
1.069257
1.068925
1.068992
0.935372

1.06832
0.936044
0.936536
0.936215
1.067911
0.936162

0.695349
0.695672
0.798422
0.693256
0.695421

0.79837
0.691206
0.696416
0.694346

0.79844
0.798408
0.694193
0.696602
0.689183
0.696796
0.796301
0.797673
0.695704
0.793223

0.69506
0.697033
0.695636
0.798235
0.794722

0.69376
0.695699
0.695914
0.696345
0.796356
0.692633
0.795767
0.696192
0.796025
0.790521
0.796502
0.796615
0.795967
0.695934

0.79589

0.69726
0.698947
0.697295
0.795653
0.696616

1.251143
1.250838
1.439678
1.254074
1.251716
1.439428
1.256792
1.251189
1.253547
1.438105
1.43788
1.25434
1.251896
1.260711
1.25222
1.441557
1.437514
1.253921
1.449711
1.255059
1.252916
1.254659
1.433688
1.443353
1.257414
1.255467
1.255288
1.254886
1.437328
1.259336
1.438778
1.255377
1.437736
1.453694
1.435414
1.434319
1.435667
1.257191
1.434001
1.256603
1.254886
1.257
1.43333
1.258079
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MRPS21
TACR3
SERINC1
MET
SMG8
FASTK
POLR2J2
RAB7A
TTC14
CEP295NL
CSNK1G1
APLF
SETX
RSL24D1
EP400NL
GDAP2
ZNF594
ABL2
TCF4
CDK10
PRKRIP1
ZBTB25
Cl70rf49
HIST1H4J]
RPAP2
PLXNB1
ZDHHC4
HIST1H3C
NLRP6
FBXW?7
NDUFA3
WDR7
SFRP1
KDM6B
FAM200B
AL133352.1
MRPL55
AC005020.2
OTUD4
MOSPD3
MYLK
MKLN1
GPAA1
APBB2

0.662048518
0.662135022
0.662420071
0.663469936
0.663654915
0.663730757
0.664269196
0.665076767
0.665751533
0.666137109

0.66722134
0.667314641
0.667666976
0.668143021
0.668253165

0.66855718
0.669234465
0.669562638
0.669693196
0.669793594
0.669799615
0.670638645
0.670951517
0.671077045
0.671597933

0.67174379

0.67253432
0.672855782
0.673300088
0.673343115
0.674216329
0.674403404
0.674810526
0.674902213
0.675263682
0.675400427
0.675995354
0.676762105
0.676782927
0.677341329
0.679001401
0.679068785
0.679223345
0.679988578

0.936386
0.936586
0.936827
1.067974
0.936696
0.936435
0.937075
1.067298
0.937063
0.936772
1.066446
1.06664
0.937039
1.067567
0.937808
1.066305
1.066108
1.066114
0.938195
0.938001
0.937876
0.938293
0.938347
1.065601
0.937477
0.938104
1.065782
0.938558
1.065675
1.066448
0.939054
0.939095
1.064883
0.938692
0.939063
0.938323
0.93923
1.065206
0.939633
0.93926
0.938773
0.938806
0.9397
0.939765

0.697355
0.698117
0.698918
0.794171
0.697579
0.696462
0.698738
0.794743
0.697719
0.696267
0.795391
0.794808
0.696358
0.791726
0.699162

0.79477
0.794786
0.794526
0.699824
0.698948
0.698421
0.699605
0.699627
0.794764
0.695557
0.698081
0.793174
0.699244
0.792882
0.790753
0.700423
0.700473
0.793891
0.698433
0.699757
0.696539
0.699974
0.791511
0.701154
0.699194
0.695987
0.696083

0.69979
0.699543

1.257348
1.256513
1.255719
1.436173
1.257777
1.259094
1.256709
1.433324
1.258511
1.260352
1.429872
1.431441
1.260905
1.439512
1.257913
1.430611
1.430054
1.430536

1.25776
1.258816
1.259428
1.258415
1.258522
1.428732
1.263538
1.260655
1.432082
1.259777
1.432322
1.438264
1.258985
1.259007
1.428376
1.261599
1.260206
1.264034
1.260265
1.433541
1.259223
1.261754
1.266251
1.266167
1.261859
1.262478
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MTX1
HSBP1
ARHGAP17
SYVN1
TANGOG6
GNB2
CCDC24
NOTCH2NL
RAB31
CCZ1iB
CBWD3
MSN
MAP10
PPP1R18
PARP14
NDUFS8
NARFL
DMXL2
PRDMS5
CASTOR?2
RTEL1-
TNFRSF6B
HID1
TULP4
ELMO3
AL161911.1
USP25
MYO5A
HIST1H2BL
ZNF195
MDM4
KCTD18
PPIB
GPR88
TMEM238
TAS2R43
SH3D19
AC055811.2
CRYBG3
USF1
CDKS5RAP3
MAPK10
PRRG4
INAFM1

0.680065462
0.680385049
0.680793757

0.68174702
0.681847505
0.682125865
0.682637788

0.68273046
0.683143186

0.68340182
0.683845862
0.684371621
0.685064339
0.685445206
0.685721647
0.686179792
0.686832799
0.687377519
0.687457751
0.687588718
0.687907807

0.68815129
0.688871545
0.689388395
0.689854281
0.689902118
0.689911996
0.690545836
0.690964075
0.691040981
0.691489732
0.691493886
0.691625614
0.693267557
0.693472488
0.693516702
0.693547739
0.693662064

0.69397496
0.694024084
0.694088682
0.694504975
0.694591842

1.06387
0.940014
0.940388
0.940334
0.940586

0.93984
0.940414
0.940627
1.063193
1.062774
0.940479
1.062745
0.941085
1.062362
1.062767
1.062907
1.062652
0.941358
1.062219
0.939343

1.06343

1.062067

1.06191
0.941882
0.941968
1.061354
1.062295
1.061345
0.942225
0.942177
0.942328
0.942196
0.941673
0.942699
0.942697
0.942764
0.942438

0.94256
1.060662
1.060749
0.941823
0.942381
1.060858

0.792668

0.70034
0.701667
0.700785
0.701805
0.698398
0.700519
0.701377
0.792188
0.793174
0.699966
0.792502
0.701756
0.792763
0.791387
0.790624
0.790843
0.701338
0.791598

0.69242
0.787752

0.791492
0.791378
0.702233
0.702287
0.792182
0.789434
0.791701

0.70264
0.702375
0.702728
0.702138
0.699735
0.703118
0.702965
0.703231

0.70176
0.702218
0.790989
0.790694
0.698638
0.700823
0.789912

1.42786

1.26171
1.260325
1.261767
1.260611

1.26475
1.262462

1.26149
1.426907
1.424012
1.263633
1.425141
1.262037
1.423644
1.427208
1.428962
1.427879

1.26352
1.425355

1.27432
1.435584

1.425138
1.424922
1.263315
1.26345
1.421987
1.429468
1.422826
1.263503
1.263851
1.263623
1.264328
1.267264
1.263915
1.264186
1.263886
1.265661
1.265161
1.422276
1.423039
1.269657
1.2672
1.424741
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LRPSL
AHSA2
INTS2
USP38
OSBPL11
GLI4
PRPS1
PIM1
CORT
C2CD4D
CDC40
STAG2
DDX39A

11-Sep

TBL1XR1
MAP7D1
C5orf63
FBXL3
CLSTN1
ARL2BP
BSCL2
POFUT1
HIST1H2BE
RPS28
USP45
MT-ND4
AP5Z1
SLFN12L
SRCAP
TMEDA4
DDX18
FIGNL1
GNA12
NARF
SPDYA
TMEM259
CDKL5
ZFYVEL6
ERLIN1
DSE
ZBED5
NBPF12
RNF113A
IFI127L1

0.69472883
0.69482478
0.695029252
0.695395385
0.695718
0.695900065
0.69676623
0.696973568
0.697590107
0.697711948
0.699878448
0.700020203
0.700164924
0.700455873
0.701396914
0.701498395
0.701564328
0.701567968
0.702809897
0.703851483
0.705034077
0.705205121
0.705415728
0.705690344
0.705797329
0.705953664
0.706168759
0.706301597
0.706474192
0.707029401
0.707328587
0.707358764
0.707833865
0.708813323
0.709167137
0.709538235
0.709554509
0.710064783
0.711256656
0.712768487
0.713350362
0.714052502
0.714087159
0.714652204

1.061139
0.942562
0.941962
1.060986
1.060803
0.943001
0.943382
1.060288
1.060142
0.943311
0.943366
0.943886
1.059169
1.059274
1.059722
0.944214
1.059416
0.944229

0.94431
0.944783
0.944681
1.059333
1.058143
0.9445093
1.058127
1.058312
1.058267

0.94395
0.944848

1.05841
0.944974
1.058064
1.057624

1.05746
0.945505
0.945654
1.057953
1.057215
1.058261
1.057139
0.946333
0.946053
1.057013
1.056375

0.788968
0.701398

0.69858
0.788885
0.789169
0.702591
0.703684
0.789697
0.789639
0.702683
0.701364
0.703618
0.790504
0.789948

0.78781
0.704038
0.788608
0.704053
0.703519
0.704923
0.703587
0.785853
0.789382
0.702694
0.789114
0.788408
0.788372
0.699283
0.703292
0.787209
0.703239
0.788021
0.789011
0.788715
0.704336
0.704751
0.786534
0.788452
0.784114

0.78642
0.705072
0.703217
0.785705
0.787291

1.4272
1.266645
1.270138

1.42694
1.425934
1.265672
1.264729
1.423599
1.423311
1.266338
1.268869

1.2662
1.419144
1.420424
1.425484
1.266325

1.42322
1.266336
1.267516
1.266258
1.268389
1.427984
1.418409
1.269763
1.418848
1.420617
1.420559
1.274221
1.269371
1.423041
1.269804
1.420645
1.417683
1417776
1.269253
1.268904
1.423034
1.417592
1.428258
1.421049
1.270149
1.272747
1.422004
1.417427
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BRDS8
UBL7
M6PR
SNRNP70
GIGYF1
CDK14
NFKBIL1
SLC39A3
TOP2B
ERVW-1
CCDC159
SPDYE3
RPUSD1
ZNF692
STK25
ARHGAP8
CBLL1
PRMT3
Cllorf65
NCAPH2
SPTY2D1
ZNF264
SLC9A6
HIF1A
TCEALS
LHX4
KLF12
KLC1
RFK
COX6C
MT1G
BTBD8
WDR82
ECI1
RBBPSNL
PDS5B
CMTR2
UTP20
POMK
EFNB2
NDUFS7
C8orf44
STK4
LTN1

0.714722065

0.71610193
0.716529095

0.71670548

0.71726949
0.717458738

0.71751156
0.718757764
0.720103957

0.72022104

0.72071512
0.720999694
0.721204834
0.721941498
0.722062134
0.722337883
0.722467898

0.72272392
0.723480045
0.723646061
0.723773355
0.724018037
0.724096214
0.724224578
0.724397701
0.724940768
0.725001492
0.725612362
0.725842053
0.726807202
0.727235969
0.727454924
0.727483207
0.728417114

0.72855472

0.72900892

0.72922146
0.729310538
0.729404094
0.729601631
0.729701373
0.730463763
0.730485575
0.730695281

0.946586
0.946781
1.056202
1.055932
0.946928
1.055575
0.947283
1.055639
1.055041
0.947485
0.947183
1.057161
1.055406
0.947876
1.055202
0.948249
1.05591
0.947561
0.948306
1.054432
0.947934
0.947929
1.054316
1.054652
1.0548
0.948307
0.948556
0.948612
1.053801
1.053899
1.053714
0.948525
0.948926
1.054015
0.948885
1.0532
0.949306
0.949332
1.053733
1.053077
0.949641
0.949591
1.053703
0.949417

0.705227
0.7051
0.786257
0.786992
0.704904
0.787524
0.706416
0.786199
0.787026
0.705292
0.703456
0.7792
0.784854
0.705844
0.784793
0.707343
0.782062
0.703702
0.706731
0.786004
0.704687
0.704468
0.786008
0.784754
0.784102
0.705583
0.706755
0.706549
0.786238
0.785051
0.785312
0.704654
0.706608
0.783224
0.705551
0.785523
0.7071
0.707157
0.78332
0.785426
0.708381
0.707521
0.782455
0.706465

1.270549
1.271302
1.418826
1.416775
1.272049
1.414862
1.27028
1.417418
1.414326
1.272844
1.275355
1.434279
1.419222
1.2729
1.418782
1.271202
1.42565
1.275926
1.272458
1.414532
1.275146
1.275528
1414211
1.417375
1.418952
1.274528
1.273084
1.273606
1.412418
1.414817
1.41385
1.276797
1.274342
1.418429
1.276143
1.412092
1.274476
1.274443
1.417496
1.411936
1.27307
1.274484
1.418983
1.275919
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CRYGD
PHACTR4
NDUFV1
B3GAT3
ZNF358
CTTNBP2NL
PMVK
TMEM60
NRP2
GALK1
DNAH14
ZNF800
PQBP1
ZNF460
DAZAP1
LRRC39
PLEKHAS8
SLC25A46
SPATA25
APBB3
AL136295.4
SCAFS
HIST1H1B
ZNF543
ZNF35
INPP4B
SRRM2
IMID7
TORI1A
ZNF354B
KCNJ13
ZNF699
IDS
VAMP7
CEPT1
LRIT3
BCAP29
ZNF28
Clz1
RNF207
SHQ1
AFF4
SF3B5
ZNF267

0.731021129
0.731129197
0.731581117
0.731953541
0.732810326
0.733164664
0.733601033
0.733854329

0.73439447
0.734850696
0.734924916
0.735023861
0.735047625
0.735064254
0.735222667
0.736121251
0.736501736
0.736662782
0.736926659
0.737124989
0.737556413
0.737746585

0.73804512
0.738622375
0.738644959
0.738806487

0.73914077

0.73924134
0.739817135
0.741145542

0.74202808
0.742268435
0.742282231
0.742459767
0.742805925
0.742857026
0.743268786
0.743458942
0.743462317
0.746250104
0.746595247
0.747286235
0.747605452
0.747618588

0.949768
0.949642
0.949568
1.052539
1.052676
1.052548
1.052478
1.052331
1.052121
1.052277
0.950385
0.950501

0.95017
0.950052
1.051894
1.051873
0.950822
1.052188
1.051946
0.950577
0.951016
1.051431
0.950837
1.051335
1.051634
1.051246
0.951107
0.951099
1.051087
1.051814
1.050412
0.950748
1.050456
0.951937
1.050519
1.051021
1.051071

1.05013
0.952137
0.952504
0.952553
0.953017
1.049506
1.049502

0.707957
0.707239
0.706504
0.785216
0.783966
0.784099
0.783957
0.784248

0.78451
0.783541
0.707891
0.708394
0.706703
0.706094
0.784573
0.783834
0.708813
0.782211
0.782839
0.707056
0.708938

0.78395

0.70762
0.783497
0.782393
0.783653
0.708089
0.707966
0.783306
0.779418

0.78375
0.703616
0.783355
0.709599
0.782635
0.780729

0.78016
0.783474
0.709799
0.709353
0.709316
0.711173
0.781938
0.781944

1.274173
1.275128
1.276255
1.410871
1.413488
1.412905
1.412972
1.412055
1.411018
1.413183
1.275948
1.275351
1.277514
1.278299
1.410296
1.411569
1.275459
1.415346
1.413561
1.27797
1.275757
1.410176
1.277651
1.410735
1.413526
1.410212
1.277529
1.27773
1.410412
1.419408
1.407805
1.284682
1.40863
1.277036
1.410095
1.414889
1.416056
1.407543
1.277215
1.279
1.2792
1.277103
1.408633
1.40861
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HYAL4
NADSYN1
ARHGEF12
AKAP11
PRPF39
HEATR9
PAN3
ARL5A
ZNF587
CBL
PPIP5K2
TGM4
NT5C
RALY
ZNF511
PHKG2
SIRT6
DENND4C
DHRS4L2
SPARC
PPP1R12A
TBC1D14
MFSD3
HNRNPH1
HIST1H3A
SERINC3
DUS1L
UBE2L5P
USP9X
TXNRD2
TRMT61A
ANKRD16
ZNF224
ZNF736
PTP4A2
RPL37
LCOR
GNPTG
ZNF346
PTPRK
Cl6orf72
FNIP1
LRRC40
MFSD10

0.74801592
0.748271218
0.748303527
0.748687372
0.749015686
0.749123864
0.750929954
0.751101018
0.751550223
0.751704308
0.752046936
0.752611698
0.752777326
0.753732679
0.753762419
0.753900252
0.753992177
0.754006337
0.754492436
0.754883759
0.755432852

0.75564309
0.755692416
0.756042209

0.75726871
0.757803635

0.75783001
0.757848099
0.758860439
0.759018623
0.760574286
0.761228568
0.761263021
0.761601147
0.761671924

0.76180839
0.762463625

0.76288466
0.763299154
0.763385244
0.763406359

0.76381035
0.764056899
0.764282022

0.952803
0.952738
1.04948
0.95299
1.049004
0.952739
0.95353
0.95367
1.048537
0.953779
0.953678
0.953592
1.048376
0.953593
0.954176
0.953461
0.954133
0.954017
1.048139
1.047859
1.048733
1.047895
1.04791
1.04784
0.954767
0.954519
0.954853
1.047259
1.046951
1.047156
0.955355
1.0465
0.955538
0.955701
1.047287
1.046564
0.955626
1.046512
1.046903
1.04647
1.046149
0.955955
0.955796
1.045986

0.709419
0.708853
0.781377
0.709829
0.782518
0.708122
0.710771
0.711371
0.781907
0.711431
0.710589
0.709637
0.781358
0.708653
0.711776
0.707795
0.711339
0.710699
0.780629
0.781352
0.777381
0.780474
0.780366
0.7803
0.711895
0.710059
0.711867
0.78085
0.781092
0.780113
0.712173
0.780584
0.712569
0.713173
0.77695
0.77975
0.711971
0.778888
0.776875
0.778562
0.779858
0.712583
0.711466
0.779651

1.279686
1.280532
1.409574
1.279448
1.406241
1.281856
1.279203
1.278499
1.406088
1.278683
1.279925
1.281413
1.406643
1.283193
1.279128
1.284394
1.279797
1.280638
1.407321
1.405266
1.414803
1.406945

1.40718
1.407111
1.280497

1.28314
1.280779

1.40456
1.403299
1.405613
1.281574
1.403005
1.281353
1.280706
1.411686
1.404675
1.282666
1.406092
1.410786
1.406566
1.403366
1.282446
1.284034
1.403305
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TELO2
TLN1
CIR1
TM2D3
HIST1H2AB
MPV17
FBXL5
EDF1
GNRHR
DNAH11
TRMT2A
EIF4AL
ZNF669
SLF2
UBL5
LPP
C190rf60
R3HCC1
C19orf70
FAM26E
WDR90
ALKBH7
Clorf74
CNNM4
SOWAHB
TM7SF2
CAVIN1
ARHGAP5
ZNF410
FBXO8
ARHGAP29
FRK
MAGIX
TRPV1
ZNF514
ELF4
METTL14
CENPT
NBEAL?2
NOXAL
ENO1
MAP3K2
PIDD1
TRAPPC1

0.764399823
0.765030808
0.765276089
0.765817896
0.766201485

0.76633744
0.767518265
0.768303736
0.768362231
0.769734208
0.769794309
0.769941762

0.77012484
0.770353102
0.770647382
0.770809496
0.770862729
0.770884632
0.770889118
0.771024541
0.771243858
0.772137257

0.77220441
0.773016733
0.773404128
0.773589724
0.773635457
0.773772283
0.773929258
0.774263321
0.774482098
0.774608951
0.774654925
0.774687426
0.775043483
0.775479614
0.775482058
0.776131112
0.776712562
0.776729317
0.776855838
0.778079461
0.778111893
0.778158338

0.956004
1.045974
1.045618
1.045504
1.045575
1.045841
1.045868
1.045151
1.045151
1.044883
0.957242
0.957054
0.957163
1.044694

0.95721
0.957326
1.044692
0.957076
0.956866
0.957452
1.044668
1.044613

0.95754
0.957511
1.044147
0.957863
0.957943
1.043891
0.957334
1.043904
0.958049
1.043819
0.957174
1.043829
0.958105
1.043618
1.043724
0.958294
0.958186
0.958301
1.044194
0.958698
0.958505
1.043317

0.712318

0.77895
0.780178
0.780109
0.779428
0.778181
0.776867
0.779073
0.779013
0.778747
0.714357
0.713141
0.713596
0.778921
0.713373

0.71389
0.778405
0.712377

0.71117
0.714415
0.778114
0.777425
0.713808
0.712868
0.778122

0.71437
0.714796
0.778848
0.710971
0.778282
0.714605
0.778292
0.709338
0.778167
0.714396
0.778264
0.777794
0.714466
0.713267
0.713931
0.774287
0.714969
0.713791
0.776767

1.283056
1.404533
1.40137
1.401186
1.402602
1.405564
1.408013
1.402104
1.402211
1.401971
1.282709
1.284392
1.283865
1.40115
1.284392
1.283774
1.402073
1.285827
1.287446
1.283168
1.402535
1.403631
1.284494
1.286109
1.40112
1.284349
1.2838
1.399128
1.289067
1.400181
1.284426
1.399934
1.291602
1.400188
1.284951
1.399445
1.400578
1.285335
1.287205
1.286318
1.408187
1.285513
1.287115
1.401336
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NAAG0
SUV39H2
POM121C
DGAT2L6
MICB
CLASRP
KAT2A
ZC3H13
CCDC130
CDK5RAP1
SEC24B
NAA16
IARS
RNF25
CD44
INTS6
DDOST
ZNF205
FAM208A
SNRPB
ZNF749
IL5
ATXN2L
MOB?2
POU5SF2
ANKRD36
DECR2
HRC
ACBD4
C190rf66
ZNF335
SYPL1
ZNF277
ZNFX1
RAB3GAP2
CHTOP
LMNTD2
ZMIZ1
SELENOO
SNX19
ANKRD31
LRRC49
PDCL2
HECA

0.778519324
0.778752192
0.779052654

0.77945616
0.779818846
0.780534783
0.780877597
0.781207652
0.781818494

0.78200714
0.782011033
0.782380913
0.783043415
0.783239774
0.784152212
0.784486436

0.78528892
0.785582294

0.78568828

0.78590862
0.786085463
0.786151935
0.786453668
0.788223777
0.788806747
0.789117455

0.78911816
0.789401674
0.789765448
0.789888128
0.789988037
0.790247362

0.79045653

0.79051279
0.790800414
0.791615254
0.791765302
0.791872633
0.792183059
0.793012869
0.793215622
0.793458496
0.793563873
0.794041539

0.958426
1.043163
1.0428
1.042789
1.042782
1.042595
0.959091
0.958927
0.958583
1.042285
0.959128
0.958978
1.042271
1.042062
0.959435
0.959717
1.04197
1.041926
1.041493
1.042109
0.960049
0.95997
1.041423
0.960258
0.960212
0.960661
0.960597
0.960674
0.960688
1.041321
0.960711
1.040908
0.961084
0.961004
1.040428
1.040399
0.96099
1.040431
1.040322
1.040257
0.961543
0.961525
1.040059
1.039983

0.712924
0.776821
0.778123
0.777742
0.777391
0.777466
0.714578
0.713265
0.710599

0.77729
0.713679
0.712408

0.77624
0.776979
0.713392
0.714768
0.775175
0.775058
0.776944
0.773851
0.715188
0.714635
0.776431
0.714299
0.713419
0.715881
0.715483
0.715674
0.715385
0.773104
0.715298
0.774657
0.717143
0.716585
0.776317
0.775547
0.715209
0.775109
0.775282

0.77466
0.717177
0.716811
0.774992
0.774819

1.288469
1.400825
1.397505
1.398162
1.398773
1.398138
1.287273
1.289199
1.293108
1.397624
1.288993
1.290889
1.399474
1.397584
1.290336
1.288609
1.400588
1.400682

1.39612

1.40336
1.288743
1.289527
1.396855
1.290908
1.292378
1.289138
1.289683
1.289546
1.290104
1.402592
1.290323
1.398669
1.288002
1.288791
1.394393
1.395699
1.291235
1.396573
1.395969
1.396916
1.289171
1.289782
1.395786
1.395893
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METTL2A
LINCO01125
KCNV2
ZNRF2
CDC42
KIF2A
CNN3
PCNX1
HIST1IH2AG
SLC25A34
ANKS3
INO8OE
COX6A1
PFKFB2
HYPK
ULK1
ATP5J2-PTCD1
IRF3
FAM135A
MIGA2
DIS3
UBE3A
LINC00998
SRRM1
TNFRSF18
TIAF1
KIAA1522
ACRBP
KIAA0825
EPS15
PDIAG
RPS9
CTR9
POLRMT
AFF1
RBM12B
SLC35F5
SEC11A
RPL7L1
ATP10D
BHMG1
TAF6
FLAD1
CCDC126

0.794376194
0.794453412
0.794453672
0.794486627
0.794658816
0.795191748
0.796869004
0.797341356
0.798082879
0.798515289
0.798595793

0.80000234
0.800357604
0.801112676
0.801152018
0.801765782
0.801817647
0.802036643
0.802161958
0.802688779
0.802797022
0.803628236
0.804246276
0.804393256
0.804560292
0.805631408
0.805706515
0.805933109
0.805948121
0.805990414
0.807190018
0.807625686
0.808187447
0.808305924

0.80934725

0.81056971
0.810617277
0.811130343
0.811626471
0.811641762
0.811835934
0.812427358
0.812762561
0.814002917

0.96162
1.040391
1.039773
0.961697

1.03987
1.039647

1.03937

1.03926
0.962419
0.961625
0.962285
0.962708
1.039106
0.963005
0.962653
1.038459
1.038362

0.96314
1.038808
0.962608
1.038551
0.962828
1.037898
0.963517
0.963523
1.037774

1.03766
1.037468
1.037369
0.963836

1.03788
1.037067
0.964307
1.036976

0.96451
1.036746
1.036474
0.964852
0.964537
1.036279
1.036663
1.036652
1.036017
1.035991

0.716456
0.772376
0.775373
0.716829
0.774667
0.77515
0.774595
0.774595
0.717651
0.712071
0.716238
0.717469
0.771863
0.71821
0.715865
0.773468
0.773901
0.718092
0.771231
0.713881
0.771783
0.714294
0.773409
0.718001
0.717862
0.772396
0.7729
0.773626
0.774122
0.718365
0.769967
0.773694
0.719084
0.773359
0.719151
0.771823
0.773224
0.719467
0.716739
0.773019
0.770713
0.770035
0.773056
0.771663

1.290677
1.401406
1.394334
1.290212
1.395864
1.394395
1.394651
1.394357

1.29067
1.298638
1.292856
1.291774
1.398876
1.291237
1.294519
1.394238
1.393196
1.291811
1.399221
1.297994

1.39753

1.29784
1.392836
1.292985
1.293254
1.394331
1.393114
1.391293
1.390136
1.293188
1.399014
1.390095
1.293158
1.390452
1.293579
1.392602
1.389349

1.29393
1.298006
1.389195
1.394383
1.395582
1.388426
1.390863
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AP4E1
USP15
TMEM208
DYRK1B
ZNF236
TBXA2R
NCOA6
IL13RA1L
ORAI2
PBX3
DPPAS
CHMP4A
TMEM262
IL21
TCTES3
RAB14
PTCH2
SLC35B4
EPCAM
TRAF5
CYP51A1
SRRD
PHF13
UBALD1
TSSC4
GTPBP10
AP002990.1
RRAGC
KIRREL
INOSOB
PPDPF
FN1
ZC2HCIC
ZNF12
COQ4
APPBP2
MIERL
RPLP1
PTPN21
NIT1
BAG5
BRWD1
CLK3
KIFC3

0.814226925
0.815168596
0.816019751
0.816195594
0.816445096
0.816653949
0.816699856
0.817056012
0.817128231
0.818551633
0.818895575
0.819035604
0.819187199
0.819859841
0.823730521

0.82486959
0.825789342
0.826335782
0.826974323

0.82720316
0.827259924
0.827655003
0.827720328
0.827758363
0.828284478
0.828692807
0.828857427
0.828998127
0.829005387
0.829031189
0.829187141
0.830484837
0.830530374
0.831294783
0.831319709
0.831588339
0.831610374
0.831693485
0.832089817
0.832158243
0.832271626
0.832279674
0.832386547
0.832392947

0.965152
0.965307
1.035685
0.965685
1.035379
1.035407
0.965818
1.035243
0.965995
1.034875
1.034868
0.965946
0.966261
0.966383
1.034115
1.033793
0.966703
1.033384
1.033268
0.967577
0.967874
1.033108
0.967906
0.967946
1.033118
0.967614
1.032885
0.967752
1.033029
0.967809
0.967844
1.033042
1.032482
0.968563
1.032484
0.968579
1.032475

0.96869
1.032211
0.968604
0.968797

1.03215
1.032292
1.032209

0.717968
0.717953
0.770819
0.719391
0.771977

0.77156
0.719741
0.771963
0.720483
0.772134
0.771736
0.717872
0.719937
0.720001
0.769801
0.770179
0.715042
0.770651
0.770496
0.719715
0.721853
0.770544
0.721514
0.721769
0.769643
0.718115
0.770274
0.718753
0.769208
0.719136
0.719205
0.767124
0.770457
0.721947
0.769376
0.721695
0.769033
0.722406
0.769999
0.721155
0.722483
0.770116
0.769098
0.769595

1.297435
1.297881
1.391563
1.2963
1.388655
1.38948
1.296029
1.388316
1.295167
1.38702
1.387717
1.299747
1.296866
1.297077
1.389181
1.387636
1.306936
1.38569
1.385655
1.300801
1.297744
1.38514
1.298439
1.298089
1.38679
1.3038
1.385029
1.303012
1.387335
1.30247
1.302441
1.391138
1.38362
1.299422
1.385568
1.29992
1.386162
1.298938
1.383715
1.300961
1.299087
1.383342
1.385553
1.384437
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CCSER1
FRMD4B
SIVA1L
MAN2A1
CLEC18C
ULBP3
Cl12o0rf40
PLSCR4
AC022400.6
MMGT1
MRPS25
IQGAP1
FUNDC2
NAA10
SLFN5
WASHC1
CHIC1
XKR9
SMURF1
AGPAT1
PBRM1
DOCK10
HDAC10
SIAE
HIST1H4K
LINCO00238
CUEDC2
DNAJB14
CTSB
NOL4L
AC011498.1
BBX
GNG3
PUS1
MIB1
CDK13
DYNAP
MAML?2
TCTN3
RABGGTA
NKX6-3
TYSND1
PP2D1
SCAND1

0.832432596
0.832514496
0.832797711
0.83294073
0.833134346
0.83322457
0.833325876
0.833715147
0.833879733
0.834386224
0.834807145
0.836181456
0.836186468
0.836998316
0.8372491
0.837340279
0.837591254
0.837666044
0.837811958
0.837894806
0.838156833
0.838642789
0.838706297
0.838953293
0.839449977
0.840132284
0.840814522
0.841112091
0.841152243
0.841345825
0.841964334
0.842215744
0.842238508
0.842405659
0.843025774
0.843414331
0.843593268
0.843891379
0.844324742
0.845287084
0.845597558
0.845677854
0.845948607
0.846474609

0.968826
1.032175
0.968803
1.03201
0.968843
1.032192
0.969007
0.969
0.968645
0.969212
0.969219
1.031606
1.031706
1.031339
1.031443
1.031283
0.969586
1.031301
1.031243
0.969853
1.03099
0.969503
1.031029
1.030887
1.030772
0.970159
1.030676
1.030445
0.970303
0.97052
0.970486
1.030408
0.970398
1.030203
1.030153
0.970859
0.970861
0.970942
1.030268
0.971015
1.030097
0.971291
1.029792
1.029714

0.722495
0.769638
0.721849
0.770075
0.721722
0.768563
0.722734
0.722179
0.719234
0.722945
0.722449
0.768112
0.767474
0.768653
0.767638
0.768528
0.721646
0.767956
0.768114
0.723345

0.76925
0.719583
0.768218
0.768781
0.768818
0.722783
0.767491
0.768568
0.722557
0.724036
0.722921
0.767216
0.721839
0.768296
0.767727

0.72396
0.723727
0.723976
0.765055
0.722643
0.764299
0.724366
0.765837
0.765575

1.299142
1.384269
1.300243
1.383041
1.300578
1.386249
1.299198
1.300177
1.304545
1.299368
1.300278
1.385488
1.386908
1.383798
1.385906
1.383873
1.302712

1.38495
1.384512
1.300367
1.381787
1.306223

1.38375
1.382356
1.381982
1.302201
1.384112
1.381553
1.302996
1.300915

1.30283
1.383888
1.304546
1.381392
1.382281

1.30196
1.302384
1.302154
1.387418
1.304754
1.388332
1.302388
1.384721
1.384987
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CFAP44
CLDND2
TRIM4
PJA2
GSDMD
MFAP3
EIF2B4
CCDC71L
BATF
UCN
RNF113B
H1FX
YTHDF3
SFT2D2
RBFA
AC013394.1
SLC30A6
CALR
TOGARAML1
HIPK1
MRPL23
SPINT4
ZNF134
F11

NSL1
ERP29
B3GNTL1
NOTCH2
TRAF2
ZBED8
RBM33
SAMD1
PET117
ISPD
MACC1
C9orfl172
AGAP6
HIST1H2AH
IFNAR1
KIAA0907
TAS2R10
Cl12o0rf10
CXXC1
CTDSPL2

0.846523277
0.846558568
0.846927127
0.847120343
0.847806739
0.847844284

0.84809139
0.848191023
0.849227695
0.850406572
0.850743455
0.850883845
0.851781687
0.852879696
0.853097003

0.85345807
0.853509734
0.853702587
0.853842707
0.853879031

0.85421794
0.854347966
0.854510532
0.855494445
0.856133657
0.856180446
0.856359954

0.85636608
0.856674247
0.857114351
0.857502683
0.857631069
0.857854465
0.858136213
0.858289103
0.858289242
0.858814841
0.858827787
0.858918918
0.859121616
0.859340718
0.859415645
0.860196619
0.860580363

0.970987
1.02975
1.02948

0.971624
0.97167

0.971324

0.971429

1.029207

0.971895

0.972187
1.02883

1.028728

0.972091

1.028105

0.972275

1.028149

1.028202

0.972702

0.972749
0.97286

1.027992
1.02817

1.027847

0.972268

1.027757
1.02756

1.027494

1.027596

0.973291

0.973263

0.973406

1.027329

1.027199

1.027084

0.973597

0.973532

0.973642

0.973779

1.027005

1.026906

0.973701

1.027178

0.973704

1.027412

0.72067
0.765208
0.766488
0.725108
0.724523
0.721585
0.722105
0.766466
0.724391
0.725178

0.7652
0.765698
0.722364
0.767035
0.722006

0.76582
0.765363
0.724795
0.724997
0.725905
0.765761
0.764277
0.766351
0.718343
0.764441
0.765806
0.766007
0.765254

0.72553
0.724613
0.725293

0.7652
0.765802
0.766207
0.725806

0.72522
0.725407
0.726612

0.76554
0.765957
0.725125
0.763444
0.723835
0.759773

1.308249
1.385747
1.382709
1.301948
1.303122
1.307497
1.306837
1.382013
1.303963
1.303333
1.383285
1.382113
1.308151
1.378033
1.309296
1.380338
1.381303
1.305401
1.305165

1.30383
1.380024
1.383182

1.37857
1.315951
1.381775
1.378783
1.378245
1.379873
1.305661
1.307236
1.306395
1.379254
1.377821
1.376784
1.305985
1.306864
1.306824
1.305024
1.377771
1.376754

1.30749
1.382019
1.309829

1.38933
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TRIM66
RIC1
Clorf56
RPS20
RPS15
MDN1
RSAD1
EXOC4
SERF2
RAD9A
MUTYH
HSPG2
KBTBD4
CCDC7
TTPAL
OXLD1
PAQR7
ARID2
TMEM160
MOGS
SUFU
ATG4B
ARHGEF5
BBS10
GPR107
SGK494
PCBD2
PAN2
TMEM225B
RPL13
MCRIP1
FAM151B
HIST1H3G
TBC1D23
IFT46
TTLL3
C2orf16
IFT43
USP34
CFAP97
ILK
TIMM44
SETD4
PTPN14

0.860582543
0.860602138
0.860747657
0.861086243
0.861416236
0.861638954
0.861709601
0.862968137
0.863081864
0.863809008
0.863983016
0.864065182
0.864548428
0.865025515
0.865067755
0.865095796
0.865861057
0.865874473
0.867197101
0.868001481
0.869024508
0.869380144
0.869637067
0.869915495
0.870823516
0.870941883
0.871650705
0.872352942
0.872693281
0.872807595
0.873365442
0.873707155
0.874238978
0.874806029
0.874821075
0.874840161
0.875032797
0.875636326
0.875748297
0.875869937
0.876262822
0.876725057
0.878085739
0.878444015

0.973894
1.026851
0.973924
1.026539
1.026461
0.974262
0.974307

0.97411
0.974477
0.974625
0.974602

0.97469
0.974766
0.974873
0.974957
0.974912
1.026238
1.025591

1.02556
0.975489
1.024964

0.97568
1.024913

0.97557
1.024938
0.975933
1.024481
0.976106
1.024453
1.024315
1.024203
0.976436
0.976493

0.97644
0.976621
0.976484
1.024039
0.976699
0.976751
1.023592
0.976943
0.977094
1.023337
1.023348

0.724953
0.763967

0.72497

0.76554
0.765594
0.726658
0.726956
0.723175
0.726373
0.726592
0.726103
0.726786
0.726727
0.726961
0.727681
0.727214
0.759863
0.764936
0.762938
0.727989
0.764585
0.727554
0.763943
0.725611
0.761656
0.727417
0.763968
0.726736
0.762353
0.763304
0.763253
0.727691
0.727349
0.725835
0.727621
0.726214
0.761638
0.726994
0.727324
0.763949
0.728363
0.729092
0.762095
0.761335

1.308319
1.380193

1.30837

1.37652
1.376214
1.306236

1.30582
1.312118
1.307326
1.307329
1.308146
1.307153
1.307463
1.307328

1.30626
1.306978
1.385992
1.375066
1.378581
1.307135
1.374015
1.308426
1.375033
1.311636

1.37923
1.309354

1.37383
1.311045
1.376665

1.37458
1.374369

1.31021
1.310978

1.31357
1.310832
1.313002
1.376842
1.312173
1.311717
1.371479
1.310359
1.309454
1.374131
1.375532
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RARS2
AHNAK
FDX2
OLFML2A
STK32C
TROVE2
PPCDC
ELF1
HIST2H3C
AL138752.2
GTF2IRD2
MCC
CPSF7
STARD13
B4GALTS5
QKI
NDUFBS8
SPRED1
GFER
CXorf65
NME1-NME2
SPG7
INO80D
CLK2
ERICH6B
ARL16
RPL37A
BORCS6
CLK4
SLC25A11
MED13
PRSS48
KHK
ZNF845
CCDC83
RINT1
SURF4
EGFL7
SFI1
MFSD4B
FGFBP3
ATRX
CCDC57
ATP6V1A

0.878686536
0.879556502
0.880174782
0.881295569
0.881393847
0.881482306
0.881654741
0.882177687
0.882209548
0.882853743
0.883859367
0.884086534
0.884541356
0.885067643
0.885681289
0.887540601
0.888096749
0.888293103
0.888386392

0.89009179
0.890135813
0.890149477
0.890845734
0.891380061
0.892672147
0.893845583
0.893861441
0.893865361
0.894118304
0.894280183

0.89453917
0.894960213
0.895440528
0.895712698
0.896285082
0.897006055

0.89795208
0.898050927
0.898072594
0.898126747
0.899148522
0.899982627
0.900780726
0.901048475

0.977448
0.977506
1.022828
1.022571
0.977959
1.022788
0.977905
0.977956
0.978101
0.978033
0.978205
1.022191
1.022054
1.022054
1.021749
0.978819
1.021418
0.979092
1.021341
0.978911
1.020842
0.979407
1.020735
0.979598
0.979882
0.980183
1.020162
0.979852
0.980097
1.020249
0.980104
0.980393
0.980553
1.019908

1.01972
0.980538

0.98098
1.019338

1.01954
0.981039
0.981174
1.019038
0.981442
1.018839

0.729265
0.728314
0.762694
0.762891
0.729742
0.760578
0.7287
0.728283
0.729759
0.727853
0.727822
0.761005
0.76139
0.760356
0.76201
0.727519
0.76034
0.72909
0.760499
0.723525
0.761806
0.728988
0.76141
0.728727
0.729395
0.730513
0.760885
0.726605
0.728948
0.759099
0.728166
0.730703
0.731601
0.759548
0.760263
0.728154
0.731487
0.760448
0.758253
0.731834
0.731303
0.759395
0.731092
0.759162

1.310092
1.311958
1.371688
1.370643
1.310605
1.375394
1.312335
1.313223
1.310955
1.314206
1.314723
1.373018
1.371957
1.373822
1.370021
1.316923
1.372144
1.314819

1.37165
1.324443
1.367959
1.315847
1.368383
1.316836
1.316391
1.315185
1.367788
1.321364
1.317776
1.371242

1.31921
1.315407
1.314219
1.369514
1.367724
1.320401
1.315569
1.366366
1.370864
1.315104

1.31642
1.367454
1.317519
1.367341
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RAB24
CHM
CTNNA2
FAM229A
KLRC4
PPP1R35
D2HGDH
CSAD
MUS81
ATP5G2
COL10A1
ZNF782
ARHGAP12
ANAPC15
EXD3
FAM160B2
FKBP14
ANKMY1
ATP5H
AGAP4
CRYGS
CDSN
MDP1
PEX11G
SETD7
SP4
HEATR1
STX16
TRANK1
ZNF444
NCMAP
CCER2
ZNF8
SPACAG
SNX13
TMPPE
Clorfl22
UHMK1
TMEM205
SYCP3
ORC3
CMTM2
CEP97
ENGASE

0.90127071
0.901372807
0.901438646
0.901787879
0.901798437
0.902068696

0.90222687
0.903098605
0.903715914
0.903766056
0.904065982
0.904933634
0.905510829
0.906450019
0.907640549
0.907840031

0.90840695
0.909318616
0.909420923

0.91010545
0.910364645
0.910455646
0.910886245
0.911342444
0.911428449
0.912111083
0.912605562
0.913111555
0.914097967
0.914523196
0.914569707
0.914826071
0.914840611
0.915168454
0.915261323
0.916575769
0.917383312
0.917413394
0.917458588
0.917739619
0.917959572

0.91863462
0.918765906
0.919866307

1.018857
0.981582
1.018774

0.98157
0.981579

1.01873
0.981778
0.981763
1.018244
1.018336
0.982062
0.982165

0.98209
1.017839
0.982677
1.017662
0.982943
0.982995
1.017452
1.017039
1.017111
1.016981
0.983348

0.98351
1.016846
1.016706
1.016845
0.983652

1.01651
1.016484
0.984002
0.984038
0.984066
0.984187
0.984181
0.984335
0.984436
1.015735
1.015712
0.984552
0.984629
0.984852
1.015553
1.015276

0.758463

0.73155
0.758994
0.730479
0.730567
0.758038
0.732129
0.730007
0.759685
0.758521
0.731652
0.731014
0.728713
0.757889
0.731478
0.756609
0.733231
0.731775
0.755214
0.758508
0.756985
0.758346
0.732824
0.733948
0.757571

0.75757
0.754569
0.731576

0.75491
0.754124
0.732874
0.732744
0.733111
0.734024

0.73369
0.732546
0.731924
0.756171
0.756354
0.732711
0.733276
0.734826
0.754916
0.755633

1.368648
1.317071
1.367468
1.318969
1.318834
1.369076
1.316554
1.320342
1.364803
1.367147
1.318175
1.319603
1.323568
1.366951
1.320142
1.368785
1.317698
1.320461
1.370747
1.363689
1.366624
1.363824
1.319518
1.317929
1.364856
1.364483
1.370284
1.322585
1.368764

1.37012
1.321182
1.321514
1.320927
1.319609
1.320191
1.322668
1.324063
1.364396
1.364005
1.322954
1.322142
1.319951
1.366175
1.364135
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ANKRD36B
KRTCAP2
NDUFAF8
EXT2
MBD3
TAS2R20
STAU1
QSER1
ANKRD39
ATP6V0OA2
B3GALNT?2
ZNF197
U2AF1L4
FBXW11
IPO11
FAM96B
NOL12
CCNL1
WDR13
Cdorfas
NOSIP
CMTM®6
IFIT1B
APITD1-CORT
TMCC3
ADAMTS13
RAB5B
HSPAS
FAM160A2
RBM14-RBM4
AC023509.3
ZNF407
AL449266.1
MAGT1
CHST11
FAM110A
SLC50A1
SRPK?2
APOL6

NF2

AHR
MPHOSPH9
FMO1
SPOPL

0.920862588
0.922148861
0.922790501
0.922812665
0.922825647
0.923029771
0.923099862
0.923370897
0.923551351
0.923675842
0.923677402
0.923890058
0.924191796
0.925004705
0.926238734
0.926240283
0.926623669
0.926867561
0.926947886
0.927317296
0.927708214
0.927799232
0.927882527
0.927977974
0.928709684
0.928967871
0.929188398
0.929283881
0.929304785
0.92932898
0.929371731
0.930008507
0.930235998
0.930498394
0.930739994
0.931610237
0.931623067
0.932644363
0.933327838
0.933500155
0.933511385
0.9337729
0.934403379
0.934569528

1.015043
1.014782
0.985589
0.985544
1.014679
0.985623
0.985545

1.01459
0.985633
1.014481
0.985754
0.985835
1.014455
1.014316
1.013999
0.986267
0.986328
1.013823
1.014065
1.013712
1.013651

0.98653
0.986561
0.986355
1.013468
0.986504
0.986805
0.986738

1.01351
0.986734
0.986773
0.986933

1.01322
1.013209
1.013083
0.987263
1.012947
0.987221
1.012627
0.987619
0.987559
1.012699
1.012446
0.987751

0.75606
0.756072
0.734864

0.73409
0.755593
0.734732
0.733296
0.755291
0.733421
0.755971
0.734997
0.735683
0.754837

0.75446
0.755464
0.735954
0.735836
0.756223
0.752307
0.756541
0.756274

0.73573
0.736002
0.732236
0.756012
0.731735
0.736203
0.734772
0.753496
0.734557
0.735106
0.735902
0.755115
0.754445

0.7557
0.736688

0.75505
0.732622
0.754703
0.737064

0.73593
0.751997
0.754144
0.735982

1.362739
1.362018
1.321857
1.32313
1.362603
1.322186
1.324565
1.362908
1.324577
1.361391
1.322061
1.321044
1.363365
1.363673
1.361011
1.321716
1.322092
1.359172
1.366901
1.358303
1.358621
1.322825
1.322419
1.328665
1.3586
1.329977
1.32271
1.325109
1.363247
1.325485
1.3246
1.323595
1.359548
1.360726
1.358126
1.323066
1.358931
1.330296
1.358698
1.323348
1.325227
1.363783
1.359219
1.325647
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FAM3A
WDR45
RPLP2
PARP10
SGTB
R3HDM?2
VPS28
DEPDCY
RABAC1
NEURL4
TRADD
MBNL2
MRPL57
C20orf27
LRRC45
ATN1
ANKIB1
PRDX5
CYP2R1
CCDC14
RB1
DCAF8
SLC35E1
IGDCC4
ZNF446
KLHL7
ILKAP
RBM18
ANKRD54
FIS1
USP47
FAM222B
CCDCs84
ANKZF1
ZYG11B
GLIPR1
SMCHD1
CERCAM
ACO011511.1
MLANA
TMEM161A
NDUFA7
IL27RA
DHRS4

0.934819799
0.935097287

0.93522716
0.935759482
0.936384666
0.936786952
0.936859705
0.937338085
0.937664535
0.938902927
0.938980411
0.940036526
0.940696024
0.940893404
0.941017291
0.941367419
0.941710686
0.943179863
0.943197413
0.944543616
0.944592256
0.945717804
0.946422017
0.946662173
0.946905945
0.946907464
0.948061606
0.948278248
0.949179229
0.952352692
0.952852337
0.953241983
0.953880416
0.955080575
0.955509683
0.956020883
0.956199429
0.956679317
0.959178962
0.960071259
0.960157877
0.960573744
0.961180116
0.961640895

1.012312
1.012405
1.012252
0.988025
0.988052
1.012043
1.011948
1.011813
1.011807
0.988524
0.988511
1.0113
1.011197
1.011124
1.011188
0.989042
0.98911
0.989364
0.989368
0.989556
0.989647
0.989746
1.01008
1.010097
1.010091
0.990034
0.990297
1.00975
0.990523
1.009029
0.991169
0.991128
0.991355
1.008476
0.991657
0.991722
0.991816
1.008197
1.007736
1.007547
1.007509
0.992623
1.007327
1.007248

0.755006
0.752472
0.754647
0.737131
0.735509
0.752861
0.754282
0.755008
0.753947
0.735877

0.73534
0.754616
0.754113
0.754761
0.753077
0.737392
0.737526
0.737322
0.737339

0.73615
0.737935
0.735647
0.753906
0.752557
0.751659
0.737268
0.738514
0.753174
0.739085
0.751376
0.738655
0.735795
0.738641
0.751841
0.738822
0.738054

0.73974
0.750966
0.750216
0.750649
0.751254
0.740083

0.75076
0.750461

1.357308
1.362127
1.357793
1.324315
1.327308
1.360451
1.357635
1.355966
1.357859
1.327911
1.328846
1.355297
1.355924
1.354562
1.357764
1.326573
1.326514
1.327564
1.327543
1.330192
1.327219
1.331613
1.353301
1.355772
1.357375
1.32946
1.327922
1.353731
1.3275
1.355033
1.330005
1.335065
1.33053
1.352709
1.331016
1.332575
1.329791
1.353538
1.353654
1.352364
1.351171
1.331336
1.351574
1.351899
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IDO1
ENOSF1
FAAP100
UTP23
TMUB2
RAB4B
PYM1
PYCR3
PWWP2B
DOCK7
MZF1
HOOK2
FAMS50A
SPTAN1
ATG16L2
AKAP17A
KPNA3
GNAQ
CHMP6
0STM1
SPSB2
ANKRD7
TIP1
AC072022.1
ZMYM1
ZNF92
FOX03
TACO1
TEN1-CDK3
DIP2A
TMUBL
AXL
IKZF2
FEM1C
PYCR1
PPP1R16A
ZNF518A
VPS50
AASDH
NDUFAL
ANKRD61
SCRG1
GNA13
DDX47

0.961927451
0.962166299
0.962912822
0.962944294
0.962977504
0.963334832
0.963338484
0.963382806
0.963580113
0.963900813
0.964129141
0.964590174
0.96469672
0.964780474
0.9652958
0.965767496
0.965825066
0.965947053
0.965964334
0.966260742
0.966918617
0.967423784
0.967683992
0.968550688
0.968752537
0.969304439
0.969511381
0.970522692
0.972256404
0.972491741
0.974186518
0.974338281
0.974762375
0.974840334
0.974992742
0.975194102
0.975438104
0.975987873
0.976031909
0.976304929
0.976735834
0.97761777
0.979860695
0.980490185

1.007144
1.007142
0.993057
1.00705
1.006965
0.99315
0.99308
0.993118
1.006873
1.006822
1.0068
0.99322
1.006689
0.993418
0.993425
0.993557
0.993531
0.993646
1.006414
1.00637
1.006246
1.006148
1.006136
0.994052
0.994081
0.994258
1.005738
0.994339
0.994802
0.994842
0.995137
1.004836
0.995279
0.995273
0.995325
1.004683
0.995368
1.004573
0.995511
1.004483
1.004399
0.995661
0.996217
1.003673

0.751876
0.750563
0.74033
0.748757
0.751149
0.740854
0.738566
0.739553
0.750387
0.750027
0.74934
0.735537
0.749341
0.741024
0.738026
0.739599
0.738329
0.741539
0.750302
0.749842
0.749725
0.749729
0.748402
0.738953
0.738608
0.741516
0.75
0.735797
0.741613
0.741503
0.740726
0.748922
0.74236
0.74141
0.742556
0.748401
0.740653
0.746373
0.742303
0.747745
0.747817
0.734841
0.742273
0.748147

1.349078
1.351433
1.332056
1.354445
1.349904
1.331364
1.3353
1.333621
1.351028
1.351541
1.352719
1.341178
1.352419
1.331779
1.337205
1.334718
1.336944
1.331462
1.349949
1.350659
1.350537
1.350268
1.352628
1.337217
1.337916
1.333145
1.348679
1.343727
1.33443
1.334737
1.33693
1.348198
1.334365
1.33606
1.334137
1.348726
1.337679
1.352094
1.335091
1.349373
1.349015
1.349056
1.337041
1.346473
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TAS2R3
CCDC97
TIGD1
KMTSC
SYCELL
PANK3
SAP25
JTB
SCYL2
FAM193B
TADA2A
ZNF765
PABPN1
GALT
ZBTB20
CHKB
KIAA1551
NME7
STAG1
POPS
TMEM91
UNK
GCC2
ZBTB48
HEXIM2
WDR73
TMEM39B
HIST1HAL
MBD6
ASCL2
MRPL24
CNOT6L
SLC38A10
BBS4
DAPP1
TIMP3
SPATA20
TXNDC16
HNRNPCL1
AWAT1
ULK4
ARLG6IP4
CELF6

0.981069243
0.981075943
0.981188721
0.981382523
0.981626816
0.981756725
0.983135756
0.984297181
0.985072101
0.985142815
0.98523205
0.985870312
0.986040282
0.986217068
0.986661952
0.987064872
0.987408983
0.988052575
0.988468304
0.988807548
0.988824099
0.988966659
0.989518164
0.989573559
0.989920587
0.990131666
0.990451306
0.990481103
0.991327442
0.9918721
0.993357692
0.993910384
0.994940199
0.995018993
0.995020873
0.995727583
0.996121451
0.996410654
0.996436345
0.997588214
0.998319706
0.998470562
0.999761638

1.003571
0.996406
0.996434
1.003503
1.003478
1.003447
0.996831
1.002984
0.997171
0.997184
1.002777
0.997345
1.002623
1.002619
0.997498
1.002436
0.997638
0.997749
0.997783

1.0021

0.9979
1.002104
0.998029
0.998039

0.9981
0.998145
0.998196
1.001787
0.998371
1.001528
0.998748
1.001168
1.000949
0.999063
0.999062
0.999199
1.000726
1.000675
0.999331
0.999537
1.000316
0.999713
0.999955

0.747606
0.740021
0.740458
0.748121
0.746767
0.747148

0.74266
0.745459
0.741085
0.741131
0.747606
0.743164
0.747623
0.745181
0.743624
0.746978
0.743763
0.742891
0.738476
0.747476
0.743578
0.743926
0.743549
0.743517

0.74306
0.743672
0.742662
0.747132

0.74408
0.746645

0.74362
0.741898
0.746523
0.744412
0.744102
0.745074
0.746774
0.745926
0.744867
0.740464
0.745152
0.745196
0.745891

1.347173
1.341619
1.340902
1.346064
1.348437
1.347666
1.337989
1.349473
1.341747
1.341702
1.345043
1.338464
1.3446
1.348994
1.338044
1.345259
1.338171
1.34004
1.348143
1.343461
1.339206
1.349883
1.339605
1.339689
1.340677
1.339693
1.341654
1.343238
1.339567
1.34342
1.341408
1.351045
1.342087
1.340828
1.341383
1.339998
1.34104
1.342425
1.340724
1.349256
1.342858
1.341158
1.340558
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Table S6. DEGs between low- and high-risk score phenotypes LUAD patients.

ID log2FC ~ Pvalue  FDR

SPAG11B -6.69248 4.07E-28 1.19E-25
SPAG11A -6.22762 1.41E-24 3.21E-22
GC -6.13406 1.65E-30 6.10E-28
MSTN -5.27982 1.13E-76 2.06E-72
ALB -5.20768 7.00E-39 5.77E-36
LCN9 -5.13564 3.57E-28 1.06E-25
AFP -4.95205 1.82E-30 6.51E-28
PRB4 -4.64341 4.47E-20 6.19E-18
SST -4.52694 9.19E-21 1.40E-18
NEUROD4 -4.45957 1.67E-17 1.81E-15
PNLIP -4.28956 4.44E-20 6.19E-18
SSX3 -4.18275 2.69E-20 3.87E-18
LIPF -4.15985 6.27E-24 1.29E-21
TUNAR -4.10292 8.79E-21 1.35E-18
G6PC -4.07824 1.00E-17 1.11E-15
PRODH2 -3.93078 3.38E-19 4.41E-17
VSX2 -3.87062 9.29E-30 2.96E-27
PRAC1 -3.84558 1.45E-18 1.76E-16
SLC7A14 -3.84208 1.69E-34 8.29E-32
PRB1 -3.74922 7.60E-15 5.52E-13
TFAP2B -3.72591 2.63E-24 5.74E-22
HDGFL1 -3.70399 2.36E-22 4.33E-20
GLRA4 -3.65273 1.74E-26 4.40E-24
BHMT -3.61858 1.73E-38 1.26E-35
CYP11B1 -3.59924 3.84E-20 5.45E-18
HTR3B -3.58026 1.05E-21 1.84E-19
CREB3L3 -3.57121 1.73E-38 1.26E-35
SLC17A6 -3.52355 7.28E-17 7.34E-15
LCN15 -3.50813 6.55E-21 1.04E-18
APOAl -3.49083 1.38E-44 1.67E-41
CELA3A -3.46507 8.97E-19 1.11E-16
SPIC -3.41963 6.34E-30 2.09E-27
PRLHR -3.29361 3.04E-17 3.23E-15
FOXI1 -3.26529 4.18E-25 9.73E-23
RHOXF2 -3.2331 1.11E-14 7.70E-13
RTP1 -3.20443 6.21E-21 1.01E-18
WFDC12 -3.16003 3.76E-22 6.76E-20
RHOXF2B -3.0995 7.43E-13 3.63E-11
PAQR9 -3.06815 4.00E-13 2.07E-11
CDH22 -3.04471 3.93E-30 1.35E-27

GLYATL3 -3.03752 6.60E-14 3.91E-12
LGALS14 -3.00894 1.74E-13 9.56E-12
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CALB1
GNRH2
REG1B
GFRA4
AC187653.1
APOA5
FABP7
PHOX2B
ALPI
PNMAGF
MORC1
PRH2
GIF
NEUROG3
KRT33A
UGT2Al
HTR3E
ACTLS
A4AGNT
NLRP13
BPIFB4
WFDC5
CELA3B
CARTPT
CLCAl
CYP2B6
KRT31
KIR3DX1
HHATL
HMX3
MCCD1
CRH
PRB3
RERGL
NNAT
SOHLH1
CD177
CALML3
CDH16
OLIG3
F2
KLK14
VSTM2A
CCKAR

-2.97239

-2.9712
-2.96432
-2.96192

-2.9185
-2.89754
-2.87293
-2.83461
-2.81794
-2.80812
-2.71985
-2.71452
-2.71324
-2.71195
-2.67986
-2.65496
-2.61527
-2.56375
-2.54214
-2.53609
-2.45806
-2.45466
-2.45331
-2.44233
-2.42543
-2.41747
-2.41213
-2.39021
-2.37389
-2.37012
-2.36778
-2.35741
-2.34144
-2.30095
-2.29691
-2.27501
-2.27443
-2.23237
-2.22896
-2.22537
-2.19174
-2.17615
-2.17041
-2.13421

5.05E-20
1.32E-35
5.46E-13
5.67E-17
4.53E-14
2.95E-24
3.51E-18
4.59E-13
1.40E-13
4.63E-14
3.35E-17
2.49E-35
1.01E-14
1.23E-21
3.19E-09
2.41E-14
5.37E-18
1.48E-12
3.81E-25
1.93E-10
1.23E-15
2.39E-09
2.06E-16
8.49E-11
3.31E-10
4.71E-15
2.18E-10
1.72E-25
3.27E-16
1.42E-09
2.52E-12
1.75E-09
1.59E-29
2.76E-20
1.69E-24
6.31E-13
3.58E-19
3.66E-12
3.45E-14
2.90E-07
1.08E-10
4.42E-14
4.12E-10
1.71E-09

6.95E-18
7.48E-33
2.75E-11
5.78E-15
2.78E-12
6.38E-22
4.00E-16
2.35E-11
7.86E-12
2.83E-12
3.54E-15
1.37E-32
7.13E-13
2.11E-19
6.93E-08
1.55E-12
6.05E-16
6.86E-11
8.98E-23
5.77E-09
1.06E-13
5.38E-08
1.94E-14
2.78E-09
9.35E-09
3.52E-13
6.48E-09
4.22E-23
2.97E-14
3.43E-08
1.08E-10
4.11E-08
4.97E-27
3.95E-18
3.79E-22
3.17E-11
4.65E-17
1.52E-10
2.19E-12
3.76E-06
3.43E-09
2.72E-12
1.13E-08
4.04E-08
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HRG
CPA1
KLK12
VTN
MYOD1
SLC7A3
HMP19
SERPINAG
MSMB
GLRA2
SNX31
TF
TNMD
CELF3
AQP2
FGF21
SLC14A2
NKX2-2
RET
XAGE5
TCHHL1
OTO0S
SVOP
GFI1B
ATOH1
PRSS33
NKX2-4
DPPA5S
Clorfe4
KRTAP29-1
GABRA4
HEPACAM2
HRH3
SLC38A8
CEACAMT7
PGC
NKX6-3
PRORY
BMX
CALY
TAS2R38
C6orf58
DCAF4L2
REG1A

-2.11889
-2.11358
-2.10927
-2.09845
-2.08697
-2.08458
-2.07512
-2.05879
-2.03421
-2.02921
-2.00713
-2.00328
-1.99729
-1.97255
-1.96857
-1.96272
-1.96212
-1.95418
-1.93715

-1.9238
-1.92358
-1.91993
-1.90534
-1.89521
-1.88223
-1.88157
-1.86869
-1.86078
-1.85294
-1.83983
-1.82378
-1.79659
-1.78647
-1.78061
-1.77218

-1.7721
-1.76639
-1.75461
-1.74245
-1.73415
-1.73034
-1.72954
-1.72643

-1.7155

8.34E-14
2.61E-15
3.37E-10
2.79E-15
6.18E-08
1.55E-13
1.13E-10
8.64E-11
7.86E-13
1.15E-12
9.76E-17
1.53E-13
1.93E-08
8.30E-13
2.00E-15
9.62E-09
2.22E-12
1.10E-06
6.94E-21
1.94E-06
5.62E-07
1.35E-07
1.85E-12
1.70E-23
1.84E-06
3.94E-10
3.31E-07
5.76E-06
4.64E-10
2.98E-12
1.45E-09
2.80E-10
1.52E-06
1.35E-10
3.50E-12
5.44E-09
3.67E-15
9.61E-05
1.67E-22
1.67E-11
1.42E-08
2.48E-17
0.000212
7.65E-05

4.81E-12
2.08E-13
9.49E-09
2.20E-13
9.67E-07
8.59E-12
3.59E-09
2.81E-09
3.79E-11
5.38E-11
9.63E-15
8.54E-12
3.43E-07
3.97E-11
1.63E-13
1.87E-07
9.66E-11
1.19E-05
1.09E-18
1.93E-05
6.62E-06
1.92E-06
8.30E-11
3.39E-21
1.85E-05
1.09E-08
4.23E-06
4.88E-05
1.25E-08
1.25E-10
3.50E-08
8.06E-09
1.57E-05
4.23E-09
1.46E-10
1.13E-07
2.81E-13
0.000546
3.10E-20
6.30E-10
2.61E-07
2.68E-15
0.001076
0.000448
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TENM1
UGT3Al
TSPYL6
PIRT
SPATAL6
KLRF2
TTR
KCNK10
GRM4
TSPY2
MYT1
TBX10
EPHAS
PPY
AKR1C4
Si
SERPINA11
MYBPC1
WIF1
LRRC74B
ZACN
SOX3
RETNLB
LRRTM3
KNG1
OBP2A
KRT38
KCNU1
AGXT
ATP12A
HTR3C
C140rf180
ETNPPL
RSPH6A
UNC13C
CFAP100
SEC14L3
LPA
TTLLS
HSD3B2
SLC39A5
STUM
TNNT3
APOA2

-1.71099
-1.70796
-1.70522
-1.70346
-1.69926
-1.69486
-1.69009
-1.687
-1.68485
-1.6824
-1.67884
-1.67166
-1.66704
-1.65592
-1.6527
-1.63252
-1.63241
-1.632
-1.63188
-1.63011
-1.62233
-1.61821
-1.61699
-1.61148
-1.60906
-1.60569
-1.60154
-1.59814
-1.59469
-1.59307
-1.5909
-1.58112
-1.5739
-1.56886
-1.5688
-1.56466
-1.5589
-1.55003
-1.54474
-1.54171
-1.53345
-1.53314
-1.53249
-1.53192

1.38E-15
8.75E-05
8.08E-11
1.45E-06
5.57E-07
1.16E-11
7.94E-07
1.82E-12
2.41E-15
0.000169
8.58E-13
6.16E-11
8.02E-08
5.08E-11
2.31E-08
8.69E-06
3.39E-07
5.29E-08
6.69E-12
2.16E-12
2.28E-30
1.85E-06
2.10E-10
1.10E-05
1.27E-07
4.05E-08
1.14E-06
7.91E-06
4.94E-08
8.49E-11
1.15E-11
3.28E-13
4.23E-06
4.37E-10
9.28E-15
8.23E-16
1.83E-11
5.33E-11
6.98E-10
1.58E-09
1.72E-11
2.71E-12
1.67E-15
4.45E-06

1.17E-13
0.000503
2.67E-09
1.51E-05
6.57E-06
4.55E-10
8.94E-06
8.21E-11
1.93E-13
0.000891
4.10E-11
2.08E-09
1.21E-06
1.73E-09
4.00E-07
6.90E-05
4.32E-06
8.43E-07
2.71E-10
9.41E-11
7.95E-28
1.86E-05
6.26E-09
8.48E-05
1.82E-06
6.71E-07
1.23E-05
6.41E-05
7.93E-07
2.78E-09
4.50E-10
1.73E-11
3.78E-05
1.19E-08
6.60E-13
7.25E-14
6.84E-10
1.81E-09
1.82E-08
3.77E-08
6.48E-10
1.16E-10
1.38E-13
3.92E-05
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GAGE2A
STRAS8
TRIM49
TRIM49C
CWH43
KRTAP16-1
DAPL1
PRR4
MUC6
CLVS2
VWAS3A
FGFBP2
ASCL1
CDH9
TCEALS
GLTPD2
INSRR
P2RY4
ANXA13
MAFA
ASGR2
PHGR1
TPH1
CHRDL2
APOB
MMP26
SLC17A4
ADAD2
GALR3
TRPMS
SMLR1
ITIH1
SPINK4
PGAS5
KCNK16
PCDHS8
SPINK1
LRRC26
SSX1
CPB1
ACTL6B
SERPINB12
RALYL
PROK1

-1.53181
-1.52997
-1.52637
-1.52573
-1.52242
-1.50509
-1.50508
-1.5011
-1.49733
-1.49517
-1.49366
-1.48966
-1.48896
-1.48365
-1.48253
-1.47789
-1.47683
-1.46832
-1.45766
-1.45603
-1.43857
-1.42986
-1.42952
-1.42604
-1.419
-1.41779
-1.41037
-1.40917
-1.40885
-1.40724
-1.40411
-1.40267
-1.39882
-1.39705
-1.39617
-1.39237
-1.39055
-1.38972
-1.38114
-1.37345
-1.37298
-1.36551
-1.36497
-1.36047

0.001341
5.29E-06
3.38E-06
1.38E-07
6.21E-09
2.05E-08
1.32E-11
1.81E-20
3.00E-06

0.00029
1.57E-13
1.09E-19
9.90E-06
9.34E-05
4.82E-10
2.17E-19
5.30E-13
8.28E-14
1.11E-08
8.65E-14
7.98E-17
3.57E-06
2.09E-19
1.40E-15
3.62E-07

0.00017
2.14E-05
4.71E-11
1.78E-09
3.52E-11
5.68E-07
6.53E-15
9.16E-05
3.07E-07
2.65E-07
0.000105
5.10E-09
3.23E-10
0.001728
2.10E-06
1.65E-05
2.73E-05
0.000532
6.94E-11

0.005096
4.54E-05
3.11E-05
1.95E-06
1.26E-07
3.59E-07
5.10E-10
2.68E-18
2.81E-05
0.001395
8.64E-12
1.49E-17
7.77E-05
0.000533
1.30E-08
2.87E-17
2.67E-11
4.80E-12
2.11E-07
4.95E-12
8.01E-15
3.26E-05
2.79E-17
1.19E-13
4.58E-06
0.000896
0.000152
1.62E-09
4.17E-08
1.25E-09
6.68E-06
4.80E-13
0.000524
3.95E-06
3.46E-06
0.000589
1.06E-07
9.16E-09
0.006299
2.06E-05
0.000121
0.000187
0.002342
2.31E-09
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CALCA
BPIFB2
KRTAP5-5
PRAP1
KLK13
BEX1
DNAAF1
MTTP
ADH7Y
HFE2
HOXB9
OBP2B
CLCNKA
MROH2B
SAGE1
PCP4
PROZ
POUSF3
UBE2U
ASPG
SLC22A10
ATP2B2
CHGB
GSTA3
GSTA2
GABRG3

TMEM229A

ACSM2B
HOXB1
TMA4SF5
DLEC1
B3GALT2
CTNND2
CRISP2
KCNT1
SOST
CCDC154
AGTR2
AQP7
REG3A
VCX3B
SLC22A9
ENO3
CEACAMS

-1.35856
-1.35464
-1.35379
-1.35348
-1.35071
-1.34884
-1.34803
-1.34634
-1.34473

-1.3407
-1.33952

-1.3378
-1.33452
-1.33418
-1.33065
-1.32624
-1.32619
-1.32536
-1.32298
-1.31912
-1.31854
-1.31493
-1.31062
-1.30913

-1.2894

-1.2865
-1.28489
-1.28197
-1.27681
-1.27058
-1.26714
-1.26624
-1.26539
-1.26503
-1.26407
-1.26406
-1.26001
-1.25772
-1.25091
-1.24622

-1.2452
-1.24439
-1.23786
-1.23488

0.000426
1.40E-05
3.65E-05
1.66E-07
3.90E-08
2.03E-07
4.13E-16
1.51E-11
6.94E-06
7.26E-12
4.43E-06
4.32E-07
3.40E-15
6.57E-10
0.000104
1.24E-08
6.56E-19
0.000295
4.56E-06
8.64E-10
2.46E-10
2.91E-11
1.17E-05
8.61E-10
1.93E-07
8.12E-06
4.32E-05
3.33E-07
2.47E-05
0.000523
1.74E-16
1.13E-14
3.66E-07
1.92E-07
4.21E-10
2.13E-05
6.05E-15
7.65E-07
6.72E-15
0.006258
5.56E-06
3.60E-07
1.11E-14
1.39E-07

0.001936
0.000105

0.00024
2.30E-06
6.51E-07
2.75E-06
3.73E-14
5.75E-10
5.74E-05
2.94E-10
3.91E-05
5.33E-06
2.64E-13
1.72E-08
0.000585
2.31E-07
8.21E-17
0.001416
4.00E-05
2.20E-08
7.24E-09
1.04E-09
8.92E-05
2.20E-08
2.63E-06
6.55E-05
0.000278
4.26E-06
0.000172

0.00231
1.65E-14
7.85E-13
4.62E-06
2.61E-06
1.15E-08
0.000151
4.50E-13
8.64E-06
4.91E-13
0.018321
4.73E-05
4.56E-06
7.70E-13
1.97E-06
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TTLL10
C9orf135
COL25A1
TDGF1
TTLL6
CTRB1
KCNE2
GALNTL5
A2ML1
CNGA3
CFAP73
PRMTS8
SCGB1Al
AGXT?2
GPR12
CYP17A1
SCGB3A2
LRFN2
GUCA2A
PSORS1C2
CCDC17
CLDN2
CNTN5
ADGRB1
APOH
KIR2DL1
STMN2
C10orf71
PCDH11Y
TMEMb59L
EMX2
MCHR2
MYO18B
ALLC
STATH
NXF3
LINC01314
TSPY1
ST18
SLC7A9
ATP4B
DAZL
CDHR4
PNPLA7

-1.22835

-1.2283
-1.22666
-1.22501
-1.22151
-1.22112
-1.21706
-1.21685
-1.21463
-1.21335
-1.20576
-1.20569
-1.20416
-1.20357
-1.20203

-1.2017
-1.19854
-1.19518

-1.1947
-1.19352
-1.19102
-1.18597
-1.18527
-1.18375
-1.18062
-1.17819
-1.17817
-1.17303
-1.17269
-1.17163
-1.16602
-1.16371
-1.16334
-1.15964
-1.15933
-1.15915
-1.15777

-1.1556
-1.15471
-1.15452
-1.15429
-1.15336
-1.15327
-1.15233

4.56E-13
1.97E-08
3.81E-06
1.33E-09
2.14E-13
2.16E-07
9.52E-17
2.52E-06
1.63E-05
2.69E-07
2.13E-12
1.56E-09
5.13E-06
0.000115
1.72E-05
2.19E-14
1.48E-07
2.97E-06
8.12E-06
3.08E-08
5.06E-14
9.19E-07
3.85E-09
2.10E-09
2.29E-07
0.000129
2.27E-07
5.53E-05
7.32E-06
3.85E-08
0.001313
5.82E-05
3.70E-06
2.24E-05
0.000412
3.02E-10
3.44E-11
0.008994
6.22E-09
2.36E-09
8.59E-11
4.12E-07
5.19E-08
1.77E-23

2.35E-11
3.49E-07
3.45E-05
3.24E-08
1.16E-11
2.90E-06
9.44E-15
2.41E-05
0.000119
3.51E-06
9.36E-11
3.72E-08
4.42E-05

0.00064
0.000125
1.42E-12
2.09E-06
2.78E-05
6.55E-05
5.22E-07
3.08E-12
1.02E-05
8.21E-08
4.82E-08
3.04E-06
0.000705
3.03E-06
0.000343
6.00E-05
6.44E-07
0.005012
0.000357
3.36E-05
0.000158

0.00188
8.61E-09
1.22E-09
0.024709
1.27E-07
5.33E-08
2.80E-09
5.12E-06
8.28E-07
3.48E-21
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POUSF1B
SCGB3A1
SLC16A11
SLCO1B1
PENK
APOC3
BPIFAl
GAD?2
FAMS83C
CFAP157
CHRNA9
HSD17B13
DNAI1
CACNG2
TMEM207
GAL
uGT2B28
CLEC18C
MAPK15
PMP2
ZPLD1
CFAP46
F7
ADCYAP1
CTRB2
GRIK1
SLC5A12
MSLNL
CFAPG65
MAGEB17
TTLLY
TMEM190
LRRC71
CYP2C9
DNAI2
BSND
PHACTRS3
KCNH6
OR2W3
ZMAT4A
FRMPD?2
WFDC6
CHAD
KRTAP9-1

-1.14717
-1.14524
-1.14033
-1.13622

-1.1361
-1.13357
-1.13262
-1.12823
-1.12793
-1.12616
-1.12399
-1.11971
-1.11871
-1.11823
-1.11658
-1.11505

-1.1137
-1.11196
-1.10655
-1.10424
-1.10209
-1.10082
-1.10061
-1.10054
-1.09975
-1.09855
-1.09798

-1.0974
-1.09732
-1.09647
-1.09081
-1.08932
-1.08544
-1.08489
-1.08105

-1.0787
-1.07723
-1.07676
-1.07634
-1.07495
-1.07464
-1.07383
-1.07193
-1.07095

2.16E-14
6.64E-06
2.79E-17
0.000364
1.98E-07
0.008762
0.000146
0.000169

0.00075
3.38E-18
4.76E-05
8.42E-09
9.99E-09
0.001012
0.001636
4.38E-06
0.000482
8.75E-07
2.09E-16
7.23E-06
1.99E-08
9.83E-10
2.83E-07
1.21E-08
8.98E-08
3.87E-11
7.66E-07
1.37E-06
2.85E-09
2.62E-05
1.70E-12
3.50E-07
7.83E-08
3.47E-07
3.76E-07
2.13E-07
1.58E-08
7.38E-06
2.01E-06
0.000284
1.37E-07
3.33E-05
8.38E-10
4.95E-05

1.40E-12
5.53E-05
2.98E-15
0.001686
2.69E-06

0.02421
0.000785
0.000892

0.00314
3.93E-16
0.000303
1.66E-07
1.93E-07
0.004035
0.006027
3.88E-05
0.002153
9.73E-06
1.97E-14
5.95E-05
3.52E-07
2.47E-08
3.68E-06
2.26E-07
1.34E-06
1.36E-09
8.65E-06
1.44E-05
6.29E-08
0.000181
7.73E-11
4.43E-06
1.19E-06
4.41E-06
4.72E-06
2.87E-06
2.85E-07
6.04E-05
1.99E-05
0.001371
1.95E-06
0.000223
2.14E-08
0.000311
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GPR142
FGF17
TUBA4B
PEX5L
IFITM5
LGALS7B
SPOCK3
PAX2
SLC46A2
EFCABS
SCN3A
MTMR7
NEB
ALDOB
MEP1B
VWA5B2
Clorf158
HHLA1
SLC17A2
Clorf194
PLA2G6
C1QTNF8
SH2D6
CSTL1
Cllorfl6
CCDC114
CPB2
SLC28A2
PTH2R
KRT76
COLEC11
CFAP74
EPPIN-
WFDC6
C220rf15
SALL3
CHRM1
INS
FAM9B
ABCC12
ECEL1
SAG
AFM
TBC1D3E

-1.06889
-1.06681
-1.06522
-1.06346
-1.06166
-1.06028
-1.05942
-1.05559
-1.05413
-1.05315
-1.05152
-1.05135
-1.04893
-1.04881
-1.04754
-1.03957
-1.03593
-1.03413
-1.03409

-1.0337
-1.02876
-1.02696
-1.02685
-1.02613
-1.02282
-1.02272
-1.02022
-1.01886

-1.0153
-1.01464
-1.01369
-1.01271

-1.0126

-1.01249
-1.01105
-1.01086
-1.00933
-1.00875
-1.00782
-1.00689
-1.00623
-1.00491
-1.00196

5.10E-06
9.70E-12
3.94E-08
1.34E-07
1.17E-05
7.65E-06
3.93E-06
0.001344
1.24E-09
4.23E-16
1.69E-05
3.86E-09
2.75E-12
5.18E-06
8.53E-07
3.39E-08
1.45E-05
0.002248
0.006612
6.17E-08
2.63E-28

0.00017
1.03E-13
2.00E-05
6.78E-09
8.01E-13
1.23E-05
8.27E-05
1.90E-06
0.005075
3.31E-12
8.88E-09
3.87E-05

8.79E-09
0.001322
6.08E-07

0.00367
0.000401
3.10E-06
2.69E-06
4.05E-10
0.000109
1.65E-05

4.40E-05
3.86E-10
6.57E-07
1.91E-06
8.95E-05
6.23E-05
3.54E-05
0.005105
3.04E-08
3.80E-14
0.000123
8.23E-08
1.17E-10
4.46E-05
9.54E-06
5.70E-07
0.000108

0.00788
0.019162
9.66E-07
7.94E-26
0.000896
5.84E-12
0.000143
1.37E-07
3.85E-11
9.38E-05
0.000479
1.90E-05
0.015443
1.38E-10
1.74E-07
0.000253

1.72E-07
0.005038
7.07E-06
0.011833
0.001837
2.89E-05
2.55E-05
1.11E-08

0.00061
0.000121
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TBPL2
C100rf90
GREM1
GPC6
FOXL2NB
MGARP
KRT23
PCDHY7
HIST2H2BF
PDPN
CD109
TUSCS
CES5A
UGT1Al
GCK
CYP11A1
GJB3
FAM19A4
LYPD3
PITX3
SPOCK1

ADAMTSL1

LRRC15
CRB2
KRT81
AKR1B10
SLC3A1
KCNK12
TAS2R50
ONECUT3
NETO1
NCCRP1
ANXA10
TWIST1
GJB2
GALP
PPP1R3A
MYH13
CALN1
VIT
EVX1
EPGN
SNAI2
SYT9

-1.00028
1.000111
1.001188
1.001871
1.005385
1.006075
1.006381
1.006754
1.007381
1.007497
1.013963
1.015121
1.019142
1.020968
1.022258
1.023846
1.025314
1.025576
1.026095
1.026779
1.029393
1.029502
1.029905
1.030894
1.031209
1.035629
1.035903
1.038286

1.03903
1.039924
1.042133
1.047605
1.048814
1.049095
1.049472
1.052444
1.053681
1.055249
1.058934

1.05972
1.061185
1.062635
1.065119

1.06608

9.31E-06
0.000104
8.06E-11
9.21E-15
0.000332
5.10E-09
4.94E-05
3.38E-13
4.47E-11
2.34E-16
3.15E-16
3.80E-06
5.10E-05
0.002136
3.84E-09
1.03E-08
5.90E-08
3.06E-06
4.47E-10
2.18E-08
2.00E-09
2.18E-15
1.11E-11
2.94E-09
0.000103
0.000553
1.22E-07
9.78E-10
1.27E-07
0.001181
1.86E-08
5.42E-07
0.000736
1.92E-11
1.69E-12
0.000602
0.014757
1.42E-09
0.000447
1.14E-07

0.00028
7.37E-06
6.62E-21
6.78E-07

7.35E-05
0.000585
2.67E-09
6.58E-13

0.00157
1.06E-07
0.000311
1.77E-11
1.54E-09
2.18E-14
2.88E-14
3.44E-05

0.00032
0.007539
8.21E-08
1.98E-07
9.32E-07
2.85E-05
1.22E-08
3.79E-07
4.62E-08
1.77E-13
4.37E-10
6.47E-08
0.000582
0.002423
1.76E-06
2.47E-08
1.83E-06

0.00459
3.30E-07
6.43E-06
0.003096
7.15E-10
7.72E-11
0.002608

0.03705
3.44E-08
0.002018
1.67E-06
0.001359
6.03E-05
1.04E-18
7.76E-06
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PROKR1
HIST1H2BJ
HS3ST3Al
ESX1
IFNE
HCRTR2
HTR7
TRPA1
STEAP1B
GPR52
SEZ6
MME
GPR78
DCAF8L1
REG4
FAM83B
LAMC2
CDH12
SCN5A
SP7
KCNA4
TUBA3E
TRPMS
COL9A3
KRT37
S100A12
TEX101
SLC26A4
ZBTB20
SHCBP1L
MUC22
HIST1H2BG
NPY5R
OTOR
KRT6C
IDI2

TRH
HIST1H3D
MGATSB
COL12A1
ANXASL1
MDGA?2
ACP7
COL11A2

1.072008
1.077873
1.078074
1.078303
1.078313
1.084306
1.085753
1.087272
1.087904
1.097414
1.100083
1.104939
1.106768
1.111681

1.11347

1.11842
1.120737
1.121111
1.121598
1.121968
1.125319
1.127709
1.132561
1.133224

1.13906
1.140587
1.143628
1.147033
1.149122
1.150483
1.151144

1.15217
1.153554
1.159016
1.160817
1.160949
1.166972

1.16711
1.168061
1.177001
1.177475
1.187091
1.200472
1.200597

2.84E-06
5.54E-12
3.43E-18
0.005259
1.36E-05
6.58E-08
1.72E-18
3.59E-09
3.67E-11
3.90E-09
1.60E-05
3.65E-14
1.72E-10
0.001915
0.006124
2.92E-07
4.21E-17
0.000114
1.23E-10
1.68E-07
1.72E-07
0.000255
1.04E-06
5.09E-13
0.000462
3.48E-11
8.44E-05
1.75E-07
6.12E-21
0.000116
6.96E-09
5.07E-09
6.68E-06
4.73E-05
8.93E-05
8.21E-07
2.07E-08
8.37E-11
6.67E-12
1.18E-16
6.05E-10

0.00038
1.78E-07
4.72E-09

2.67E-05
2.27E-10
3.96E-16
0.015897
0.000102
1.02E-06
2.07E-16
7.71E-08
1.30E-09
8.31E-08
0.000118
2.28E-12
5.24E-09
0.006873
0.017995
3.78E-06
4.34E-15
0.000633
3.88E-09
2.33E-06
2.37E-06
0.001255
1.14E-05
2.59E-11

0.00208
1.23E-09
0.000487
2.41E-06
1.00E-18
0.000642
1.40E-07
1.06E-07
5.56E-05
0.000301
0.000512
9.21E-06
3.62E-07
2.75E-09
2.71E-10
1.15E-14
1.60E-08
0.001754
2.45E-06
9.94E-08
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LVRN
SH2D5
SPATA22
GPR1
EREG
KCNJ13
Cllorf87
GADL1
UGT2B11
IGF2
FOSL1
FGF19
STMN4
ZNF460
MYHS8
UCN3
KCNG1
COL11A1
TAS2R46
SERPINE2
ODF3
APCDDI1L
KRT6A
HIST1H2BH
CILP
PSAPL1
NPTX2
PRSS48
IGFL1
CSMD3
PRSS3
HMGA?2
PNPLA5S
NPPB
COLEC10
ZPBP2
PNMAS
HIST2H3C
SPRR2F
Cé6orfl5
CACNGS8
PADI3
SLC39A2
MRGPRX3

1.205015
1.210226
1.210715
1.210939
1.213307
1.2148
1.216802
1.217151
1.217882
1.2189
1.220886
1.221154
1.221817
1.222396
1.226773
1.227413
1.231954
1.232843
1.232932
1.250772
1.259101
1.260487
1.264108
1.265812
1.266374
1.268444
1.271052
1.272835
1.280273
1.290485
1.292473
1.294167
1.299527
1.30618
1.306751
1.307061
1.312601
1.313054
1.327649
1.332835
1.34034
1.344659
1.346087
1.348373

3.68E-10
4.63E-10
1.97E-07
2.15E-14
5.81E-07
1.56E-08
1.21E-08
3.57E-09
0.000491
3.68E-07
1.61E-15
0.000227
1.27E-06
2.82E-22
1.10E-09
1.44E-05
5.34E-10
1.58E-10
1.98E-08
1.64E-21
3.18E-07
1.41E-11
7.55E-06
1.30E-08
8.35E-16
1.92E-06
2.10E-11
4.77E-09
1.23E-05
1.12E-07
4.40E-08
2.51E-07
1.70E-05
7.97E-05
1.23E-12
1.15E-05
1.98E-05
1.46E-08
6.12E-05
3.30E-05
2.74E-15
5.30E-05
8.94E-11
5.37E-07

1.03E-08
1.25E-08
2.68E-06
1.40E-12
6.80E-06
2.84E-07
2.25E-07
7.68E-08

0.00219
4.64E-06
1.34E-13
0.001138
1.35E-05
5.12E-20
2.72E-08
0.000107
1.43E-08
4.88E-09
3.49E-07
2.79E-19
4.08E-06
5.41E-10
6.16E-05
2.40E-07
7.32E-14
1.91E-05
7.73E-10
9.99E-08
9.38E-05
1.63E-06
7.22E-07
3.31E-06
0.000124
0.000464
5.71E-11
8.81E-05
0.000141
2.67E-07
0.000372
0.000221
2.17E-13

0.00033
2.90E-09
6.39E-06
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HIST1H2AG

SHISA9
TAS2R13
KRT34
ADAMTS19
FER1L6
KCNK2
DLK1
IL1A
SERPINB4
EBF3
GJA3
LYPD4
FETUB
S100A2
LEP
TRPC5
FSHB
HIST1H3G
SPRR1B
CACNG1
FRG2C
CREG2
C100rf99
ASIC2
TAC3
SERPINB?2
MYH7
ATCAY
RBM46
SORCS3
PRSS38
KIAA1549L
CBLN1
L1CAM
SPRR1A
AFF2
RSPO3
SFRP1
S100A7A
PRDM13
SPRR2D
MMP3
SERPINB7

1.353335
1.365258
1.368172
1.372683
1.378831
1.380612
1.390279
1.392734
1.393311
1.396613
1.410522
1.411431
1.416848
1.418967
1.419336
1.424375
1.424505
1.434651
1.437739
1.438871
1.440782
1.448479
1.454556
1.455189
1.463528
1.465495
1.468237
1.475643
1.478038
1.478746
1.482301
1.484493
1.500063
1.509327

1.51688
1.517442
1.521474
1.525933
1.528729
1.535304
1.535833
1.535871
1.538878
1.543104

3.00E-15
1.93E-05
2.52E-12
3.25E-06
6.14E-05
3.24E-06
2.63E-10
0.001019
7.33E-14
4.53E-06
2.93E-14
4.58E-13
4.38E-06
1.73E-06
1.20E-14
2.60E-10
1.23E-10
0.001529
1.37E-11
1.87E-06
8.51E-11
5.28E-10
4.27E-15
8.98E-05
5.89E-16
5.03E-06
3.96E-10
8.01E-10
2.35E-08
2.12E-06
1.17E-08
3.60E-05
2.56E-19
3.27E-09
6.98E-14
5.18E-07
2.88E-14
9.44E-15
1.56E-13
8.22E-05
6.01E-08
5.70E-07
1.25E-16
6.66E-09

2.34E-13
0.000138
1.08E-10
3.00E-05
0.000373
2.99E-05
7.62E-09
0.004059
4.29E-12
3.98E-05
1.86E-12
2.35E-11
3.88E-05
1.75E-05
8.25E-13
7.58E-09
3.88E-09
0.005692
5.29E-10
1.87E-05
2.78E-09
1.42E-08
3.22E-13
0.000515
5.26E-14
4.35E-05
1.09E-08
2.06E-08
4.07E-07
2.08E-05
2.21E-07
0.000238
3.37E-17
7.10E-08
4.11E-12
6.20E-06
1.84E-12
6.69E-13
8.61E-12
0.000476
9.44E-07
6.70E-06
1.20E-14
1.35E-07
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OTOP1
ANHX
ADGRG7
SLC12A3
ANXAS8
RNASE7
NLRP7
PKHDI1L1
TEX37
OTOP2
TFF2
TBX20
CRISP3
POU5F2
PSG9
CXorf67
SLC35F4
CAb6
NTSR2
POU3F2
C4orf26
C2lorf62
LAMA1
UMOD
GRIA2
TAAR1
MFAP5
TRIMA48
CRP
TMEM196
CLCA2
FABP1
MYRFL
AC020914.1
TAF7L
GABRA2
AMY1B
AMBN
HOXA13
SLC6A2
SSX5
CALB2
GLP2R
CALML5

1.54603
1.553467
1.559037
1.569796
1.586405
1.588138
1.591998
1.592419
1.592602
1.607961
1.612974
1.615061
1.617259

1.62126
1.624172
1.628023
1.642702
1.646551
1.659646
1.660338
1.669527
1.673564
1.680742
1.683823

1.68614
1.687342
1.695146
1.697624
1.710791

1.71258
1.712977
1.720206
1.720652
1.728761
1.729953

1.73762
1.740269
1.743825
1.745911
1.763185
1.778091
1.797752
1.809323
1.812213

4.22E-05
5.31E-05
1.11E-05
6.41E-21
3.37E-13
2.45E-10
1.67E-20
2.69E-18
1.29E-07
4.62E-08
0.000352
1.33E-08
4.44E-07
3.69E-17
1.47E-05
3.09E-07
1.63E-13
1.28E-08
1.56E-06
3.91E-09
2.61E-18
1.16E-19
7.05E-22
5.96E-05
8.62E-12
3.84E-07
1.74E-20
0.000943
1.00E-07
4.28E-06
8.22E-13
5.82E-06
3.70E-19
5.65E-05
9.41E-16
3.05E-09
3.19E-13
7.00E-09
1.74E-07
4.15E-08
2.44E-05
6.37E-19
3.02E-13
2.89E-06

0.000273
0.000331
8.58E-05
1.03E-18
1.77E-11
7.22E-09
2.50E-18
3.14E-16
1.84E-06
7.51E-07
0.001646
2.45E-07
5.44E-06
3.87E-15
0.000109
3.97E-06
8.99E-12
2.36E-07
1.61E-05
8.32E-08
3.07E-16
1.57E-17
1.25E-19
0.000365
3.45E-10
4.81E-06
2.59E-18
0.003796
1.48E-06
3.81E-05
3.95E-11
4.93E-05
4.77E-17
0.000348
8.21E-14
6.67E-08
1.69E-11
1.41E-07
2.40E-06
6.85E-07

0.00017
8.03E-17
1.61E-11
2.71E-05
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Clorfo4
TAS2R30
VATIL
PTF1A
LIN28A
SYNPR
HIST1H2BF
HIST1H2AM
RHCG
XAGE3
PRDM9
IFNK
BRINP2
QRFPR
DPPA2
SPRR3
CLCA4
SLC6A19
MUCL1
FAM25A
COX8C
UNC5D
MAB21L2
HIST1H2AI
AC011473.4
PRL
KRT20
DEFB4A
GDPD2
CASP14
FOXR2
SLC2A2
4-Mar
SNTG1
MYL2
NRSN1
LY6G6C
FLG2
EIF4E1B
UPK1B
ADIPOQ
PRG4
SBSN
IRX4

1.816919
1.819488
1.822406
1.822798
1.828588
1.845446
1.84692
1.847772
1.849615
1.853257
1.853627
1.859727
1.864816
1.898126
1.90494
1.908203
1.919147
1.919249
1.926672
1.933002
1.938966
1.939404
1.959831
1.977769
1.981736
1.982104
1.989628
1.991773
1.999739
2.005307
2.015221
2.030918
2.0536
2.054831
2.057731
2.06015
2.077286
2.09107
2.098323
2.100309
2.101804
2.105794
2.107693
2.121078

1.03E-08
3.53E-15
1.85E-27
1.38E-06
6.64E-07
1.92E-12
4.03E-15
1.50E-22
1.13E-12
2.77E-10
8.81E-07
1.73E-11
1.96E-15
7.76E-13
4.65E-05
1.27E-08
6.55E-13
2.60E-09
1.19E-11
1.76E-10
1.25E-11
2.26E-09
1.11E-20
6.28E-24
1.62E-08
1.22E-12
7.74E-07
5.50E-11
3.49E-23
2.02E-06
4.80E-06
7.86E-07
1.25E-22
1.72E-10
1.21E-17
8.19E-10
7.02E-21
2.89E-16
2.16E-08
8.13E-10
2.69E-08
1.84E-20
2.87E-15
1.26E-09

1.98E-07
2.72E-13
5.10E-25
1.45E-05
7.61E-06
8.58E-11
3.05E-13
2.81E-20
5.31E-11
8.00E-09
9.79E-06
6.52E-10
1.60E-13
3.78E-11
0.000296
2.35E-07
3.26E-11
5.83E-08
4.63E-10
5.34E-09
4.85E-10
5.14E-08
1.68E-18
1.29E-21
2.93E-07
5.69E-11
8.73E-06
1.87E-09
6.82E-21
2.00E-05
4.18E-05
8.86E-06
2.36E-20
5.24E-09
1.33E-15
2.10E-08
1.09E-18
2.65E-14
3.77E-07
2.09E-08
4.60E-07
2.70E-18
2.26E-13
3.07E-08
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FRG2
HIST2H3D
OR4A16
S100G
CYP4F8
KRT6B
TAC1

CPA4
HIST1H2AD
GPR22
MYPN
GNAT3
SCGB2A2
RTL1
CERS3
HIST2H2AC
CRCT1
DGKK
NLRP10
TRIML2
KRT9
KCTD4
TEX13B
DSG3

PSG6
HIST1H3]
OR6T1
FBN2
SPRR2A
RPTN

PI3
KRTDAP
SPRR2E
GDF6
ACTN3
BARHL?2
BNC1

KLKS5
HIST1H2BE
HIST1H2BO
SPANXC
ARHGAP36
PSG3
HIST1H2BL

2.138547
2.155151
2.161786
2.165713
2.178898
2.209629
2.219817

2.22626
2.232277
2.255659
2.292308
2.296484
2.297483
2.310606
2.317011
2.326725
2.368984
2.422919
2.437979
2.441098
2.449926
2.466558

2.48356
2.526682
2.530544
2.537458
2.574145
2.576482
2.583735

2.59585
2.602239
2.616466
2.617226
2.621342
2.629105
2.673426
2.682063

2.68488
2.692981

2.70863
2.728635
2.785425
2.802646

2.81833

1.23E-09
4.11E-26
1.80E-06
1.09E-11
1.55E-10
1.91E-14
1.40E-06
1.00E-21
1.59E-23
9.25E-29
1.80E-18
1.65E-08
3.98E-08
1.31E-10
1.11E-14
5.10E-37
2.47E-09
4.85E-17
1.61E-15
1.23E-16
2.83E-16
1.35E-19
7.09E-13
1.89E-15
1.63E-09
7.42E-28
1.87E-10
1.20E-36
7.80E-13
7.34E-13
3.36E-25
1.09E-26
3.82E-10
1.75E-32
1.56E-33
7.33E-14
5.73E-24
1.54E-14
1.06E-34
2.23E-33
2.63E-10
1.53E-13
7.39E-10
3.59E-38

3.03E-08
1.02E-23
1.81E-05
4.30E-10
4.80E-09
1.25E-12
1.47E-05
1.77E-19
3.24E-21
2.84E-26
2.14E-16
2.98E-07
6.61E-07
4.12E-09
7.70E-13
3.30E-34
5.54E-08
4.97E-15
1.34E-13
1.19E-14
2.60E-14
1.81E-17
3.49E-11
1.55E-13
3.86E-08
2.07E-25
5.64E-09
7.50E-34
3.78E-11
3.59E-11
8.01E-23
2.82E-24
1.06E-08
7.38E-30
7.28E-31
4.29E-12
1.21E-21
1.04E-12
5.51E-32
1.01E-30
7.62E-09
8.54E-12
1.93E-08
2.51E-35
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CACNG7
CRYGD
S100A7
LGI1
IGDCC3
RHAG
FAM205C
TMIGD1
HIST1H3A
DEFAG
SLC1A6
SPRR2B
CT47B1
KRT14
HIST1H4E
MMP27
GPR26
FAMOYA
RPEG5
NTSR1
PRR9
SPANXD
MPC1L
HIST1H2AL
LCE3D
CGB5
HIST1H2BM
ZpP2
SLC6A5
SPANXB1
HIST1H1D
HSD3B1
GSG1L2
HIST1H3F
SPRR2G
HIST1IH2AH
FGF5
HIST1H2AJ
HIST1H1E
HIST2H2AB
HIST1H2AB
PSG7
HIST1H3B
HIST1H3C

2.837068
2.838592
2.863991
2.931928
2.949042
3.084487
3.094468
3.101353

3.10194
3.120322
3.132586

3.14468
3.165251

3.20082
3.207393
3.238321
3.261747
3.341902
3.366252
3.382361
3.399088
3.426647
3.446132
3.472351

3.50116
3.541396
3.582988
3.589383
3.621523
3.740972
3.917867
3.939381

3.99078
4.054512

4.16961
4.182647
4.226851
4.249195
4.257372
4.265461

4.31505
4.380681
4.392845
4.410661

4.79E-21
4.44E-15
1.50E-15
2.22E-16
2.60E-35
3.46E-18
4.08E-27
3.89E-17
6.69E-36
2.44E-11
5.52E-28
1.53E-12
2.24E-14
5.67E-27
1.19E-33
2.50E-16
4.80E-18
1.10E-15
2.52E-31
1.70E-32
9.32E-19
1.30E-14
2.12E-21
1.59E-38
6.94E-16
2.65E-17
1.20E-30
5.13E-30
2.00E-20
3.93E-17
7.72E-45
1.68E-23
9.10E-23
1.83E-30
1.17E-21
4.78E-36
2.21E-44
6.77E-45
3.44E-64
2.48E-45
5.03E-41
2.53E-25
3.39E-48
6.02E-49

7.90E-19
3.33E-13
1.26E-13
2.08E-14
1.39E-32
3.97E-16
1.11E-24
4.06E-15
3.92E-33
8.87E-10
1.56E-25
7.05E-11
1.44E-12
1.51E-24
5.66E-31
2.31E-14
5.44E-16
9.53E-14
9.92E-29
7.36E-30
1.15E-16
8.89E-13
3.57E-19
1.25E-35
6.14E-14
2.84E-15
4.55E-28
1.72E-27
2.90E-18
4.07E-15
1.00E-41
3.39E-21
1.74E-20
6.51E-28
2.02E-19
2.89E-33
2.51E-41
9.45E-42
3.12E-60
3.7T4E-42
4.81E-38
6.12E-23
6.15E-45
1.37E-45




180

HIST1H4A
HIST1H4D
DKK4
HIST1H3I
FGF3
PSG4
VGLL2
HIST1H4B
LGALS13
CRISP1
PSG8
PSG1
HIST1H2BI
PSG2
HIST1H4C
ITLN1
HIST1H1A
NPY
HIST1H1B
HIST1H2BB
DEFA5
LRRC38
HIST1H4L
GCG

PSG5
PSG11
HIST1HA4F

4.454045
4.455757
4476173
4.497539
4.566791
4.567768
4.610676
4.801089
4.811191
4.848139
4.992363
5.074882
5.077699
5.116839
5.134759
5.189737
5.244349
5.397442
5.464045
5.537647
5.739992
5.823485
5.950069
6.442577
6.640979
6.873113
7.013402

6.90E-43
3.30E-48
4.72E-28
5.77E-39
1.74E-31
4.41E-20
3.67E-21
1.12E-52
9.91E-27
3.93E-24
8.30E-25
2.21E-24
6.87E-43
3.96E-31
3.98E-63
2.09E-51
6.60E-30
1.35E-26
2.94E-60
8.89E-48
4.61E-19
7.27E-54
1.48E-34
1.52E-32
5.45E-38
3.23E-32
6.89E-40

6.96E-40
6.15E-45
1.36E-25
4.98E-36
7.01E-29
6.19E-18
6.11E-19
3.38E-49
2.61E-24
8.39E-22
1.91E-22
4.89E-22
6.96E-40
1.53E-28
2.40E-59
5.41E-48
2.14E-27
3.44E-24
1.33E-56
1.47E-44
5.85E-17
2.64E-50
7.46E-32
6.71E-30
3.66E-35
1.33E-29
6.25E-37
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Table S7. Functional enrichment results of DEGs between low- and high-risk score phenotypes LUAD

patients.
Term Count % P Value
GO:0005576~extracellular region 171 22.29465 5.81E-34
G0:0000786~nucleosome 41 5.345502 2.33E-31
GO0:0005615~extracellular space 138 17.99218 1.90E-25
G0:0006334~nucleosome assembly 35 4563233 1.32E-20
G0:0000788~nuclear nucleosome 19 2.477184 1.93E-14
G0:0000183~chromatin silencing at rDNA 17 2.216428 1.37E-13
G0:0032200~telomere organization 15 1.955671 1.98E-13
G0:0007218~neuropeptide signaling pathway 25 3.259452 5.89E-13
G0:0006335~DNA replication-dependent 15 1.955671 3.89E-12
nucleosome assembly
GO0:0008544~¢epidermis development 22 2.868318 7.43E-12
GO0:0046982~protein heterodimerization activity 52 6.779661 8.05E-12
GO0:0044267~cellular protein metabolic process 25 3.259452 2.10E-11
G0:0045814~negative regulation of gene 17 2.216428 3.28E-11
expression, epigenetic
G0:0051290~protein heterotetramerization 15 1.955671 3.04E-10
G0:0045815~positive regulation of gene 17 2.216428 1.18E-09
expression, epigenetic
G0:0000228~nuclear chromosome 16 2.08605 1.29E-09
G0:0010951~negative regulation of 23 2.998696 1.38E-09
endopeptidase activity
G0:0005179~hormone activity 19 2.477184 1.23E-08
G0:0007586~digestion 16 2.08605 1.29E-08
G0:0004867~serine-type endopeptidase inhibitor 19 2.477184 2.06E-08
activity
G0:0060968~regulation of gene silencing 8 1.043025 3.75E-08
GO0:0007565~female pregnancy 18 2.346806 4.80E-08
G0:0019731~antibacterial humoral response 13 1.694915 7.28E-08
G0:0005887~integral component of plasma 97 12.64668 1.35E-07
membrane
G0:0001533~cornified envelope 13 1.694915 1.58E-07
G0:0030216~keratinocyte differentiation 15 1.955671 1.16E-06
G0:0005198~structural molecule activity 27 3.520209 2.56E-06
G0:0018149~peptide cross-linking 12 1.564537 2.65E-06
G0:0031047~gene silencing by RNA 17 2.216428 5.97E-06
G0:0031492~nucleosomal DNA binding 11 1.434159 6.68E-06
G0:0007268~chemical synaptic transmission 26 3.389831 7.63E-06
G0:0006704~glucocorticoid biosynthetic process 6 0.782269 9.69E-06
G0:0031225~anchored component of membrane 17 2.216428 9.95E-06
G0:0007631~feeding behavior 10 1.303781 1.14E-05

G0:0031424~keratinization 11 1.434159 1.27E-05
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G0:0042393~histone binding
G0:0006810~transport

GO0:0045653~negative regulation of
megakaryocyte differentiation
G0:0006342~chromatin silencing
G0:0005184~neuropeptide hormone activity
G0:0001523~retinoid metabolic process
G0:0042627~chylomicron
G0:0016233~telomere capping
GO0:0070062~extracellular exosome
G0:0000784~nuclear chromosome, telomeric
region

G0:0034220~ion transmembrane transport
G0:0019433~triglyceride catabolic process
G0:0005509~calcium ion binding
G0:0048265~response to pain
G0:0008201~heparin binding
G0:0006336~DNA replication-independent
nucleosome assembly
G0:0006352~DNA-templated transcription,
initiation

G0:0050830~defense response to Gram-positive
bacterium

G0:0030300~regulation of intestinal cholesterol
absorption

GO0:0006508~proteolysis

G0:0007596~blood coagulation
G0:0034361~very-low-density lipoprotein
particle

GO0:0034774~secretory granule lumen
G0:1902476~chloride transmembrane transport
G0:0005232~serotonin-activated cation-selective
channel activity

GO0:0005578~proteinaceous extracellular matrix
G0:0008083~growth factor activity
G0:0051480~regulation of cytosolic calcium ion
concentration

G0:0008284~positive regulation of cell
proliferation

G0:0008289~lipid binding
GO0:0006641~triglyceride metabolic process
G0:0007271~synaptic transmission, cholinergic
G0:0030279~negative regulation of ossification
G0:0030049~muscle filament sliding

17

32

10

11

148

16

21

47

17

12

36
18

12

23
16

33

15

ENINS, NN

2.216428
4.172099
0.912647

1.303781
1.043025
1.434159
0.782269
0.912647
19.29596

2.08605

2.73794
0.912647
6.127771
0.782269
2.216428
0.912647

1.043025

1.564537

0.521512

4.693611
2.346806
0.782269

0.65189
1.564537
0.521512

2.998696
2.08605
0.912647

4.302477

1.955671
0.912647
0.912647

0.65189
0.912647

1.46E-05
1.62E-05
4.20E-05

4.86E-05
1.03E-04
1.11E-04
1.45E-04
1.94E-04
2.03E-04
2.04E-04

2.09E-04
3.18E-04
3.40E-04
3.67E-04
3.82E-04
4.00E-04

4.06E-04

4.41E-04

5.52E-04

5.86E-04
8.59E-04
9.20E-04

9.47E-04
9.52E-04
9.91E-04

0.001074
0.001272
0.00129

0.001358

0.001799
0.002093
0.002807
0.002838
0.003225
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G0:0042157~lipoprotein metabolic process
G0:0050832~defense response to fungus
G0:0003341~cilium movement
G0:0004983~neuropeptide Y receptor activity
G0:0042158~lipoprotein biosynthetic process
G0:0070653~high-density lipoprotein particle
receptor binding

G0:0001580~detection of chemical stimulus
involved in sensory perception of bitter taste
G0:0070093~negative regulation of glucagon
secretion

G0:0072300~positive regulation of metanephric
glomerulus development
G0:0010903~negative regulation of very-low-
density lipoprotein particle remodeling
G0:0000790~nuclear chromatin
G0:0005796~Golgi lumen
G0:0050829~defense response to Gram-negative
bacterium

G0:0005216~ion channel activity
G0:0005882~intermediate filament
G0:0051918~negative regulation of fibrinolysis
G0:0034080~CENP-A containing nucleosome
assembly

G0:1904837~beta-catenin-TCF complex
assembly

G0:0008202~steroid metabolic process
G0:0016324~apical plasma membrane
G0:0045095~keratin filament
G0:0009813~flavonoid biosynthetic process
GO0:0071805~potassium ion transmembrane
transport

GO0:0004252~serine-type endopeptidase activity
G0:0007623~circadian rhythm
G0:0072221~metanephric distal convoluted
tubule development

G0:0052696~flavonoid glucuronidation
G0:0030195~negative regulation of blood
coagulation
G0:0004889~acetylcholine-activated cation-
selective channel activity
G0:0031210~phosphatidylcholine binding
G0:0045211~postsynaptic membrane
GO0:0007267~cell-cell signaling
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22
11

12

19

17
19

0.912647
0.782269
0.782269
0.521512
0.521512
0.391134

0.912647

0.391134

0.391134

0.391134

2.216428
1.434159
1.043025

0.912647
1.564537
0.521512
0.912647

0.912647

0.912647
2.868318
1.434159

0.65189
1.564537

2.477184
1.173403
0.391134

0.65189
0.521512

0.65189

0.65189

2.216428
2477184

0.003225
0.003471
0.003471
0.003822
0.004125
0.004184

0.0042

0.004413

0.004413

0.004413

0.004481
0.004788
0.005223

0.005314
0.005315
0.005723
0.006047

0.006047

0.006047
0.006263
0.006383
0.006677
0.007537

0.008497
0.008544
0.008599

0.009481
0.009901

0.01015

0.01015

0.01028
0.01059
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G0:0034765~regulation of ion transmembrane
transport

G0:0005267~potassium channel activity
G0:0008217~regulation of blood pressure
G0:0005499~vitamin D binding
G0:0006814~sodium ion transport
G0:0033038~bitter taste receptor activity
G0:0043234~protein complex
G0:0005892~acetylcholine-gated channel
complex

G0:0051180~vitamin transport
G0:0014050~negative regulation of glutamate
secretion

G0:0043025~neuronal cell body
GO0:0036157~outer dynein arm
G0:0031012~extracellular matrix
G0:0033344~cholesterol efflux
G0:0002227~innate immune response in mucosa
G0:0033700~phospholipid efflux
GO0:0010001~glial cell differentiation
G0:0005102~receptor binding
G0:0042166~acetylcholine binding
G0:0005254~chloride channel activity
G0:0008203~cholesterol metabolic process
G0:0045840~positive regulation of mitotic
nuclear division

G0:0017127~cholesterol transporter activity
G0:0036158~outer dynein arm assembly
G0:0055102~lipase inhibitor activity
G0:0030020~extracellular matrix structural
constituent conferring tensile strength
G0:0060228~phosphatidylcholine-sterol O-
acyltransferase activator activity
G0:0004993~G-protein coupled serotonin
receptor activity

G0:0022841~potassium ion leak channel activity
GO0:0005788~endoplasmic reticulum lumen
G0:0031490~chromatin DNA binding
G0:0005249~voltage-gated potassium channel
activity

G0:0030322~stabilization of membrane potential
G0:2000311~regulation of alpha-amino-3-
hydroxy-5-methyl-4-isoxazole propionate
selective glutamate receptor activity
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1.434159

0.782269
1.043025
0.391134
1.173403

0.65189
3.520209

0.65189

0.391134
0.391134

2.868318
0.391134
2.73794
0.65189
0.65189
0.521512
0.521512
2.998696
0.65189
0.912647
1.043025
0.65189

0.521512
0.521512
0.391134
0.391134

0.391134

0.65189
0.521512
1.955671
0.912647
0.912647

0.521512
0.521512

0.011235

0.012241
0.012863
0.013257
0.013318
0.013662
0.013758

0.01393

0.013963
0.013963

0.014534

0.01455
0.014792
0.014958
0.014958
0.015462
0.015462
0.015543
0.015674
0.015892
0.016223
0.017147

0.017481
0.018779
0.019391
0.019391

0.019391
0.020231
0.020921
0.021319
0.021963
0.021963

0.022457
0.022457
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G0:0022008~neurogenesis
G0:0015020~glucuronosyltransferase activity
G0:0032281~AMPA glutamate receptor complex
G0:0032982~myosin filament
G0:0045909~positive regulation of vasodilation
G0:0030054~cell junction
G0:0004222~metalloendopeptidase activity
G0:0016323~hasolateral plasma membrane
GO0:0046326~positive regulation of glucose
import

GO0:0071639~positive regulation of monocyte
chemotactic protein-1 production
G0:0072205~metanephric collecting duct
development

G0:0061337~cardiac conduction
G0:0043691~reverse cholesterol transport
GO0:0051412~response to corticosterone
G0:0005244~voltage-gated ion channel activity
G0:0015171~amino acid transmembrane
transporter activity

GO0:0045666~positive regulation of neuron
differentiation

G0:0007399~nervous system development
G0:0016247~channel regulator activity
GO0:0007605~sensory perception of sound
G0:0005230~extracellular ligand-gated ion
channel activity

GO0:0051781~positive regulation of cell division
G0:0006303~double-strand break repair via
nonhomologous end joining
G0:0010898~positive regulation of triglyceride
catabolic process

G0:0060012~synaptic transmission, glycinergic
G0:0060046~regulation of acrosome reaction
G0:0034380~high-density lipoprotein particle
assembly

G0:0034366~spherical high-density lipoprotein
particle

G0:0042632~cholesterol homeostasis
G0:0030574~collagen catabolic process
G0:0004869~cysteine-type endopeptidase
inhibitor activity

GO0:0007166~cell surface receptor signaling
pathway
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0.782269
0.65189
0.65189

0.521512
0.65189

3.650587

1.303781

1.825293
0.65189

0.391134

0.391134

0.782269
0.521512
0.521512

0.65189
0.782269

1.043025
2.477184
0.391134
1.434159

0.65189

0.782269
0.912647

0.391134
0.391134
0.391134
0.391134
0.391134
0.912647
0.912647

0.65189

2.346806

0.02272
0.022785
0.023699
0.023756
0.024867
0.027256
0.027636
0.027711
0.027836

0.027843

0.027843

0.029698
0.030901
0.030901
0.031578
0.031709

0.03184
0.032336
0.034423
0.034802
0.034894

0.035024
0.035283

0.03618
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0.03618
0.037637
0.037706
0.037706

0.038403

0.03957
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GO0:0072562~blood microparticle
G0:0005201~extracellular matrix structural
constituent

G0:0070588~calcium ion transmembrane
transport

G0:0005215~transporter activity
G0:0034707~chloride channel complex
G0:0010873~positive regulation of cholesterol
esterification

GO0:0050796~regulation of insulin secretion
G0:0006865~amino acid transport
G0:0015276~ligand-gated ion channel activity
G0:0045861~negative regulation of proteolysis
G0:0042730~fibrinolysis
G0:0009235~cobalamin metabolic process
G0:0035902~response to immobilization stress
G0:0005104~fibroblast growth factor receptor
binding

hsa05322:Systemic lupus erythematosus
hsa05034:Alcoholism

hsa04974:Protein digestion and absorption

hsa04080:Neuroactive ligand-receptor interaction

hsa05203:Viral carcinogenesis
hsa00140:Steroid hormone biosynthesis
hsa04972:Pancreatic secretion

hsa04742:Taste transduction
hsa00980:Metabolism of xenobiotics by
cytochrome P450

hsa04950:Maturity onset diabetes of the young
hsa00982:Drug metabolism - cytochrome P450
hsa00830:Retinol metabolism
hsa03320:PPAR signaling pathway
hsa04975:Fat digestion and absorption

hsa04261:Adrenergic signaling in cardiomyocytes
hsa05202: Transcriptional misregulation in cancer

hsa05204:Chemical carcinogenesis
hsa00040:Pentose and glucuronate
interconversions

hsa04913:Ovarian steroidogenesis
hsa04911:Insulin secretion
hsa04977:Vitamin digestion and absorption
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1.564537
0.912647

1.303781

1.825293
0.782269
0.391134

0.912647
0.65189
0.65189

0.521512

0.521512

0.521512

0.521512

0.521512

5.084746
5.606258
2.216428
3.780965

2.73794
1.303781
1.564537
1.043025
1.303781

0.782269
1.173403
1.043025
1.043025
0.782269
1.564537
1.694915
1.043025

0.65189

0.782269
1.043025
0.521512

0.040199
0.04088

0.042496

0.043938
0.044192
0.045339

0.045601

0.04574
0.046006
0.046241
0.046241
0.046241
0.046241
0.048702

1.19E-23
9.29E-23
1.53E-07
1.82E-06
9.50E-05
3.04E-04
7.56E-04
0.001407
0.001858

0.002629
0.004058
0.010442
0.013279
0.015399
0.015874
0.025273

0.03207
0.035348

0.037592
0.042541
0.049281
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Table S8. Survival analysis results of DEGs between low- and high-risk score phenotypes LUAD

patients.

ID Adjusted Pz HR Low 95%ClI High 95%ClI

PRMT8 6.81E-05 0.541215 0.400091 0.732116
KRT9 8.91E-05 1.82798 1.351892 2.471729
GFI1B 0.000102667 0.547571 0.404072 0.742033
FETUB 0.00025968  1.746963 1.295009 2.356648
CYP17A1 0.000341603 0.576429 0.426398 0.779249
GJB2 0.000427435 1.725229 1.27369 2.336844
PITX3 0.000626607  1.718557 1.260049 2.343908
KRT6C 0.000945401 1.679071 1.234947 2.282915
C100rf99 0.001342806  1.634384 1.210456 2.206781
CES5A 0.001880827 1.605121 1.191047 2.163152
PKHD1L1 0.001932229 0.617756 0.455597 0.837631
GPR78 0.002448556 1.581614 1.175698 2.127674
APOB 0.002530709 1.581694 1.174567 2.129938
SLC14A2 0.002863376  0.634591 0.470632 0.85567
FOSL1 0.003120446  1.576892 1.165824 2.132902
CNGA3 0.003425329  0.641715 0.476787 0.863694
B3GALT2 0.003693919  0.643758 0.478178 0.866674
NTSR1 0.003760124  1.548159 1.151922 2.080693
SPOCK1 0.004187111 1.554464 1.149371 2.102332
KRT81 0.004220411 1.55227 1.148555 2.097891
HIST1H2BF 0.0051062  1.528887 1.135865 2.057899
PNPLA7 0.005294881  0.652668 0.483555 0.880926
PCDH7 0.006252861 1.511825 1.124164 2.033169
GJB3 0.006340542  1.520961 1.125515 2.055347
HOXA13 0.006711387 1.509717 1.120862 2.033476
CHAD 0.006871018 0.661203 0.489846 0.892503
CYP4F8 0.007779235 1.506862 1.114136 2.038023
GLRA4 0.00813889  0.670006 0.498038 0.901352
SPANXB1 0.009474888  1.483798 1.10131 1.999127
HOXB9 0.009597872  1.482116 1.100444 1.996165
DSG3 0.010287291 1.474474 1.096048 1.983558
KLK13 0.010441426 0.679794 0.505926 0.913415
TENM1 0.010620462 0.675092 0.499417 0.912563
LAMC?2 0.011505187  1.468596 1.090058 1.978586
HIST1H4A 0.011687888  1.464335 1.08864 1.969683
ACP7 0.011756303  1.465147 1.088511 1.972103
EREG 0.011901895 1.473616 1.089339 1.993453
AFM 0.012848501 1.459239 1.083503 1.965272
EPGN 0.013172748 1.452666 1.081326 1.951529
Cllorfl6 0.013786216  0.687321 0.509995 0.926303
SPRR1B 0.014446689  1.454763 1.077322 1.964439




188

CLDN2
SH2D5
C10orf71
TTLL10
KCNK16
PRL
MGAT5B
NLRP10
C140rf180
STUM
FRMPD2
GAL
SBSN
RHCG
EPPIN-
WFDC6
G6PC
ZPBP2
SLC22A10
AMBN
MMP3
ZMATA4
DAZL
KRT76
GPC6
SERPINB4
PI3

GPR1
KLK12
OTOP2
HS3ST3A1
KIAA1549L
KCNG1
UPK1B

F2

BPIFB2
CEACAMT
CRP
TEX13B
PSG9
HIST1H2BO
PRDM9
SPOCK3
WFDC6

0.014909705
0.015392859
0.015397901
0.016384975
0.017836572
0.018278059
0.018602306

0.01886138
0.021167864
0.021237913
0.021280194

0.02134257
0.022495878
0.022623429
0.022688694

0.022893756
0.023034412
0.023994377
0.024448287
0.026916705

0.02909918
0.029443743
0.029898005
0.030057219
0.031084042
0.031092207
0.032377795
0.032393947
0.032490713
0.033121303
0.035502543
0.036721149
0.036751559
0.037993244
0.039957091
0.040540735

0.04103548
0.041392632
0.043214206
0.044662834

0.04470821
0.045529138
0.046033236

0.691895
1.449209
0.693844
0.694604
0.697677
1.431354
1.424734
1.431244
0.704985
0.706123

0.70613
1.417673
1.415573
1.410519

0.70955

1.417907
0.707117
0.707396
1.406811
1.398328
1.389111
0.721163
1.388028
1.388621
1.383127

1.38488
1.383963

0.72575
1.384706

1.37837
1.372514
1.368655
1.373113
1.370908
0.733282
1.364302
1.360398
1.360987
1.360924
1.354779
1.352664
1.354969
0.737529

0.514356
1.073476
0.516241
0.515827
0.517969
1.062666
1.060965

1.06108
0.523702
0.525183
0.525143
1.053208
1.050251
1.049429

0.52821

1.04957
0.524448

0.52375
1.044982
1.039042
1.034029

0.53734
1.032448
1.032194

1.02993
1.030034
1.027674
0.541074
1.027521
1.026035

1.02171
1.019553
1.019708
1.017633
0.545409
1.013472
1.012613
1.012103
1.009445
1.007263
1.007162

1.00606
0.546872

0.930716
1.956454
0.932548
0.935342
0.939735
1.927957
1.913227
1.930543

0.94902
0.949401
0.949495
1.908262
1.907969
1.895854
0.953146

1.915509

0.95341
0.955437
1.893923

1.88185
1.866125
0.967871
1.866073
1.868126
1.857446

1.86197
1.863776
0.973458
1.866055
1.851694
1.843766
1.837293
1.848999
1.846823

0.98587
1.836578

1.82763
1.830135
1.834784
1.822191
1.816688
1.824884
0.994654
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LYPD3
GNRH2
CRB2
EMX2
KRT38
CASP14
PSG3
COL12A1
SPRR2E
TRIML2
ANXA13
SLC6A19
APOA1
FAMS83B
ADGRB1
MTMR7
COL11A1
FGF19
SLC6A2
SLC6A5
PRSS33
SLC16A11
A2ML1
CD109
CREG2
NLRP7
KRT14
CRH
PNMADb5
LVRN
HIST2H2AB
HIST1H3J
TWIST1
Clorfo4
PSG5
CCDC154
TMEM59L
NCCRP1
HMGAZ2
ECEL1
RPTN
HIST1H2AL
PENK
HIST1H4F

0.046901303
0.047292994
0.048194916
0.048969005
0.050916898
0.051095476
0.051664275
0.05256155
0.053868531
0.057648291
0.058720724
0.058866658
0.059509952
0.060346013
0.061292407
0.062536389
0.063591917
0.06517247
0.069037693
0.070834317
0.07149065
0.072028936
0.0728656
0.075292709
0.075721972
0.07613009
0.076240939
0.079043864
0.07932957
0.079495606
0.079768436
0.081585013
0.082089773
0.08361294
0.084116739
0.084608404
0.084745574
0.085524984
0.086690243
0.092384535
0.09270665
0.092786704
0.093085884
0.093608488

1.361372
0.740186
0.737425
1.344806
0.746355
1.342601
1.34659
1.341388
1.340733
1.329445
1.327983
1.331194
0.753602
1.32662
0.753741
0.755939
1.327306
1.321297
1.314847
1.314085
0.760645
0.7624
1.310136
1.31128
1.317111
0.76127
1.305424
1.302396
0.767696
1.303117
1.301984
1.300763
1.301464
1.296798
1.30089
0.766287
0.771482
1.294833
1.294857
1.290266
1.288399
1.289638
0.775522
1.289813

1.004236
0.549848
0.545113

1.00134
0.556396
0.998598
0.997855
0.996754
0.995134
0.990802
0.989597

0.98934
0.561511

0.98778
0.560573
0.563136
0.984111
0.982643

0.97888

0.97707
0.564902
0.567309
0.975267
0.972757
0.971883
0.563157
0.972274

0.96982
0.571399
0.969327
0.969167
0.967562
0.967023
0.966058
0.965186
0.566241
0.574401

0.96451
