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Figure S1. Evaluation of the performance of DDR model. (A) Kaplan–Meier survival 

analysis in the DDR model. (B) Identify the highest point of the AUC based on cut-off 

value. (C) The 1-, 2-, and 3-year ROC of the optimal model suggested that all AUC 

values were nearly 0.6. (D) Comparation ROC curves of the risk model with other 

clinical features. (E)Univariate Cox regression analyses illustrated the clinical features 

within the TCGA cohorts. (F) Multivariate Cox regression analyses illustrated the clinical 

features within the TCGA cohorts.  
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