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Figure S1. HPA Immunohistochemistry staining. Figures are showing the protein
expression of some discovered biomarkers in cancer and normal cases. IHC staining
indicated the HIST1H2BO expression was overexpressed CRC tissue while, the staining
indicated that CXCL12 and CNN1 expression were downregulated cancer tissues.
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Table S1. A full list of DEGs with P-value and Log2FC.

Gene name P-value Log2FC
ACTG2 7.82E-05 -2.5132474
ADAMDEC1 0.000700638 -1.7876829
ADAMTS1 2.24E-05 -1.69847431
ADH1C 0.007243681 -1.59266988
AG2 4.13E-05 -1.59385306
ANXA3 1.18E-06 1.559581619
AOC3 5.31E-05 -2.13942318
C3 3.17E-06 -2.01134417
C7 2.50E-05 -2.3168779
CA2 0.005057096 -1.5902095
CAV1 0.000197723 -1.52214255
CCDC80 3.54E-07 -2.21482029
CCL14 Il 4.43E-08 -2.30839102
CCL19 2.66E-05 -1.74360619
CEACAMG6 0.001006531 1.866345637
CFH /[l CFHR1  1.98E-07 -1.67902202
CHRDL2 7.89E-07 -1.68762697
CILP 0.001324465 -1.99451604
CLDN2 2.16E-05 1.900529826
CLU 7.80E-06 -1.60790214
CNN1 9.30E-05 -2.6517931
COL14A1 1.34E-05 -1.78737828
CRISPLD2 5.25E-05 -1.85896882
CRYAB 2.05E-05 -2.02142998
CSRP1 0.000563726 -1.62848457
CXCL12 2.18E-07 -2.22811673
DES 7.43E-05 -2.80974563
DES /Il 0.000218387 -1.81633264
DPT 0.000447806 -1.77503881
F13Al 0.000294533 -1.7919965
FAM129A 0.000112728 -1.98612695
FHL1 1.14E-06 -2.50794128
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TPX2 3.95E-08
UBE2C 1.73E-08
UCA1l 5.47E-05

2.173175143
2.087131174
2.080060879

Table S2. Table showing the Degrees of Connectivity for discovered biomarkers.

Gene name Degree Centrality Betweenness Centrality Closeness Centrality

MYH11 9 0.23629686 0.36641221

IGF1 9 0.47695563 0.45714286

CLU 8 0.3471399 0.42477876

FOS 7 0.29827761 0.4

MYL9 7 0.02581898 0.2962963

CXCL12 6 0.19401701 0.36090226

LMOD1 6 0.04532569 0.29090909

CNN1 6 0.00709748 0.29090909

HIST1H2BO 5 0.11968085 0.3

C3 5 0.09802326 0.33566434
Table S3. Table showing the AUC values for discovered biomarkers.

Marker AUC

IGF1 0.9845

MYH11 0.96608

FOS 0.95409

CLU 0.97047

MYL9 0.92515

CXCL12 0.99357

LMOD1 0.95702

C3 0.95585

CNN1 0.9383

HIST1H2BO 0.97076




