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Supplementary



Figure S1. Sampling site location (Sichang Island, Gulf of Thailand: 13°08'59.5"N, 100°48'34.5"E).
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Figure S2. Photo of sponge sample used in this study. (A) Penares nux (de Laubenfels,
1954) (PFO1), (B) Cacospongia sp. (PF02), (C) Ircinia mutans (Wilson, 1925) (PF03),
(D) Gelliodes petrosioides (Dendy, 1905) (PF04), (E) Cacospongia sp. (PFO05).
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Table S1. Actinobacteria isolated from sponge samples using cultural dependent method.

Sponge sample Actinobacterial Isolate no. The closest type strains (Valid name) Accession number Similarity (%) Length (bp)
of 16S sequence

PF1 (Penares nux (de PF1-02 Streptomyces iranensis HM 357 PQ361752 99.44 1,465

Laubenfels, 1954))

PF1-03 Micromonospora humi DSM 456477 PQ361753 99.86 1,450
PF1-04 Micromonospora endophytica 2022017 PQ361754 99.78 1,369
PF2 (Cacospongia sp.)  PF2-02 Micromonospora krabiensis DSM 453447 PQ361755 100 1,445
PF2-03 Micromonospora wenchangensis CCTCC AA 20120027 PQ361756 100 1,459
PF2-04 Micromonospora fluminis A38T PQ361757 100 1,453
PF2-06 Micromonospora haikouensis 2326177 PQ361758 100 1,458
PF2-07 Micromonospora fluminis A38" PQ361759 99.62 1,306
PF2-08 Micromonospora maritima D10-9-5T PQ361760 100 1,360
PF2-09 Micromonospora maritima D10-9-5T PQ361761 99.85 1,355
PF2-10 Micromonospora aurantiaca ATCC 270297 PQ361762 100 1,365
PF2-11 Micromonospora craniellae LHW630147 PQ361763 99.64 1,381
PF2-12 Micromonospora schwarzwaldensis HK106417 PQ361764 99.42 1,369
PF2-13 Micromonospora aurantiaca ATCC 270297 PQ361765 100 1,337
PF2-15 Micromonospora endophytica 2022017 PQ361766 99.78 1,367
PF2-16 Micromonospora coxensis DSM 451617 PQ361767 99.41 1,356
PF2-19 Micromonospora chalcea DSM 430267 PQ361768 99.78 1,347
PF2-20 Micromonospora chalcea DSM 430267 PQ361769 99.78 1,357
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Isolation sample Isolated The closest type strains (Valid name) Accession number Similarity (%)  Length (bp)
of 168 sequence

PF3  (Ilrcinia mutans PF3-01 Streptomyces olivaceus NRRL B-3009" PQ361770 99.91 1,146
(Wilson, 1925))

PF3-02 Micromonospora fluminis A38T PQ361771 100 1,374
PF3-03 Micromonospora fluminis A38" PQ361772 100 1,321
PF3-05 Micromonospora maritima D10-9-5T PQ361773 100 1,348
PF3-06 Micromonospora radicisAZ1-13T PQ361774 99.05 1,054
PF3-07 Micromonospora maritima D10-9-5T PQ361775 99.82 1,084
PF3-08 Micromonospora fluminis A38T PQ361776 100 1,346
PF3-10 Micromonospora fluminis A38T PQ361777 99.92 1,284
PF3-13 Micromonospora fluminis A38" PQ361778 100 1,343
PF3-14 Micromonospora maritima D10-9-5T PQ361779 100 1,341
PF3-15 Micromonospora taraxaci DSM 458857 PQ361780 99.57 1,393
PF3-16 Micromonospora schwarzwaldensis HK10641T PQ361781 99.92 1,321
PF3-17 Micromonospora chokoriensis DSM 451601 PQ361782 100 1,347
PF3-18 Micromonospora oryzae CP2R9-11 PQ361783 100 1,420
PF3-20 Micromonospora taraxaci DSM 458857 PQ361784 99.57 1,397
PF3-22 Streptomyces iranensis HM 357 PQ361785 99.56 1,356
PF3-23 Micromonospora fluminis A38" PQ361786 100 1,355
PF3-24 Micromonospora fluminis A38T PQ361787 100 1,352
PF3-25 Micromonospora fluminis A38" PQ361788 100 1,290
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Isolation sample Isolated The closest type strains (Valid name) Accession number Similarity Length (bp)
of 16S sequence (%)
PF4 (Gelliodes
petrosioides Dendy, PF4-01 Micromonospora schwarzwaldensis HK10641T PQ361789 99.4 1,344
1905)
PF4-02 Micromonospora endophytica 202201" PQ361790 99.78 1,353
PF4-03 Micromonospora carbonacea DSM 43168" PQ361791 99.85 1,348
PF4-04 Micromonospora fluminis A38T PQ361792 100 1,356
PF4-05 MicromoTnospora wenchangensis CCTCC AA PQ361793 100 1132
2012002
PF5 (Cacospongia sp.)  PF5-01 Micromonospora haikouensis 232617% PQ361794 100 1,329
PF5-03 Micromonospora oryzae CP2R9-11 PQ361795 99.85 1,352
PF5-05 Micromonospora schwarzwaldensis HKI10641" PQ361796 99.4 1,340
PF5-06 MicromoTnospora wenchangensis CCTCC AA PQ361797 99 48 1347
2012002
PF5-08 Micromonospora maritima D10-9-5T PQ361798 100 1,237
PF5-09 Micromonospora schwarzwaldensis HK10641T PQ361799 99.4 1,328
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