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Supplementary

Table S1. References for the identification of bacterial genera with the potential for plant
growth promoting (PGP) activities.
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2 De Meyer SE, De Beuf K, Vekeman B, et al. (2015) A large diversity of non-rhizobial endophytes found
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Table S2. References for identification of bacterial genera with the capability for N-
Fixation or Ammonium Oxidation.

Number

References
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