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Appendix  

 

Figure S1. FSD FTIR spectra of cellular dried films in the amide I zone. HepG2 lysates 

were treated with URG7-peptide alone or combined with synuclein. 
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Figure S2. Decomposed FTIR spectra of cellular preparations in the Amide I zone. HepG2 

lysates were treated with URG7 peptide alone or combined with synuclein. 
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Figure S3. Area ratio of each component from the decomposed spectra in the Amide I 

zone. HepG2 lysates were treated with URG7 peptide alone or combined with synuclein. 

 

Figure S4. Mobile water fraction in cells lysates computed from Figure 2. 
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Figure S5. Mobile water fraction in cells lysates computed from Figure 3. 
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